
 
 

 

 African Journal of 

Microbiology Research 

  Volume 9 Number 25, 24 June, 2015 

ISSN  1996-0808 



 

ABOUT AJMR 
 

The African Journal of Microbiology Research (AJMR) (ISSN 1996-0808) is published Weekly (one volume per 
year) by Academic Journals. 

 
African Journal of Microbiology Research (AJMR) provides rapid publication (weekly) of articles in all areas of 
Microbiology such as: Environmental Microbiology, Clinical Microbiology, Immunology, Virology, Bacteriology, 
Phycology, Mycology and Parasitology, Protozoology, Microbial Ecology, Probiotics and Prebiotics, Molecular 
Microbiology, Biotechnology, Food Microbiology, Industrial Microbiology, Cell Physiology, Environmental 
Biotechnology, Genetics, Enzymology, Molecular and Cellular Biology, Plant Pathology, Entomology, Biomedical 
Sciences, Botany and Plant Sciences, Soil and Environmental Sciences, Zoology, Endocrinology, Toxicology. The 
Journal welcomes the submission of manuscripts that meet the general criteria of significance and scientific 
excellence. Papers will be published shortly after acceptance. All articles are peer-reviewed. 

 

Submission of Manuscript 
 

Please read the Instructions for Authors before submitting your manuscript. The manuscript files should be given 
the last name of the first author 
 
Click here to Submit manuscripts online 
  
If you have any difficulty using the online submission system, kindly submit via this email 
ajmr@academicjournals.org. 
  
With questions or concerns, please contact the Editorial Office at ajmr@academicjournals.org. 

http://ms.academicjournals.org/


 

Editors 
 
Prof. Dr. Stefan Schmidt, 
Applied and Environmental Microbiology 
School of Biochemistry, Genetics and Microbiology 
University of KwaZulu-Natal 
Private Bag X01 
Scottsville, Pietermaritzburg 3209 
South Africa. 
 
Prof. Fukai Bao 
Department of Microbiology and Immunology 
Kunming Medical University 
Kunming 650031,  
China 
 
Dr. Jianfeng Wu 
Dept. of Environmental Health Sciences, 
School of Public Health, 
University of Michigan  
USA 
 
Dr. Ahmet Yilmaz Coban 
OMU Medical School,  
Department of Medical Microbiology,  
Samsun,  
Turkey 
 
Dr. Seyed Davar Siadat 
Pasteur Institute of Iran,  
Pasteur Square, Pasteur Avenue,  
Tehran, 
Iran. 
 
Dr. J. Stefan Rokem 
The Hebrew University of Jerusalem 
Department of Microbiology and Molecular Genetics,  
P.O.B. 12272, IL-91120 Jerusalem,  
Israel 
 
Prof. Long-Liu Lin 
National Chiayi University 
300 Syuefu Road,  
Chiayi,  
Taiwan 
 
N. John Tonukari, Ph.D 
Department of Biochemistry 
Delta State University 
PMB 1 
Abraka, Nigeria 
 
 
 
 
 

 
 
 
Dr. Thaddeus Ezeji 
Assistant Professor 
Fermentation and Biotechnology Unit 
Department of Animal Sciences 
The Ohio State University 
1680 Madison Avenue 
USA. 
 

Associate Editors 
 
Dr. Mamadou Gueye 
MIRCEN/ Laboratoire commun de microbiologie  
IRD-ISRA-UCAD, BP 1386,  
DAKAR, Senegal. 
 
Dr. Caroline Mary Knox 
Department of Biochemistry, Microbiology and 
Biotechnology 
Rhodes University 
Grahamstown 6140 
South Africa. 
 
Dr. Hesham Elsayed Mostafa 
Genetic Engineering and Biotechnology Research 
Institute (GEBRI) 
Mubarak City For Scientific Research,  
Research Area, New Borg El-Arab City, 
Post Code 21934, Alexandria, Egypt. 
 
Dr. Wael Abbas El-Naggar 
Head of Microbiology Department,  
Faculty of Pharmacy,  
Mansoura University,  
Mansoura 35516, Egypt. 
 
Dr. Abdel Nasser A. El-Moghazy 
Microbiology, Molecular Biology, Genetics Engineering 
and Biotechnology 
Dept of Microbiology and Immunology  
Faculty of Pharmacy 
Al-Azhar University  
Nasr city,  
Cairo, Egypt 
 
 
 
 
 
 
 
 
 
 



 
 
 
 
Dr. Barakat S.M. Mahmoud 
Food Safety/Microbiology 
Experimental Seafood Processing Laboratory 
Costal Research and Extension Center 
Mississippi State University 
3411 Frederic Street 
Pascagoula, MS 39567 
USA 
 
Prof. Mohamed Mahrous Amer 
Poultry Disease (Viral Diseases of poultry) 
Faculty of Veterinary Medicine,  
Department of Poultry Diseases 
Cairo university 
Giza, Egypt 
 
Dr. Xiaohui Zhou 
Molecular Microbiology, Industrial Microbiology, 
Environmental Microbiology, Pathogenesis, Antibiotic 
resistance, Microbial Ecology 
Washington State University 
Bustad Hall 402 Department of Veterinary 
Microbiology and Pathology, Pullman,  
USA 
 
Dr. R. Balaji Raja 
Department of Biotechnology, 
School of Bioengineering, 
SRM University, 
Chennai 
India 
 
Dr. Aly E Abo-Amer 
Division of Microbiology, Botany Department, Faculty 
of Science, Sohag University. 
Egypt. 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 

 

Editorial Board 

 
Dr. Haoyu Mao 
Department of Molecular Genetics and Microbiology 
College of Medicine 
University of Florida 
Florida, Gainesville 
USA. 
 
Dr. Rachna Chandra 
Environmental Impact Assessment Division 
Environmental Sciences 
Sálim Ali Center for Ornithology and Natural History 
(SACON), 
Anaikatty (PO), Coimbatore-641108, India 
 
Dr. Yongxu Sun 
Department of Medicinal Chemistry and 
Biomacromolecules  
Qiqihar Medical University, Qiqihar 161006  
Heilongjiang Province  
P.R. China 
 
Dr. Ramesh Chand Kasana 
Institute of Himalayan Bioresource Technology 
Palampur, Distt. Kangra (HP),  
India 
 
Dr. S. Meena Kumari 
Department of Biosciences 
Faculty of Science 
University of Mauritius 
Reduit 
 
Dr. T. Ramesh 
Assistant Professor 
Marine Microbiology 
CAS in Marine Biology 
Faculty of Marine Sciences 
Annamalai University 
Parangipettai - 608 502 
Cuddalore Dist. Tamilnadu,  
India 
 
Dr. Pagano Marcela Claudia 
Post doctoral fellowship at Department of Biology,  
Federal University of Ceará - UFC,  
Brazil. 
 
 
 
 
 
 
 
 



 
 
Dr. EL-Sayed E. Habib 
Associate Professor,  
Dept. of Microbiology,  
Faculty of Pharmacy,  
Mansoura University,  
Egypt. 
 
Dr. Pongsak Rattanachaikunsopon 
Department of Biological Science, 
Faculty of Science, 
Ubon Ratchathani University, 
Warin Chamrap, Ubon Ratchathani 34190, 
Thailand 
 
Dr. Gokul Shankar Sabesan 
Microbiology Unit, Faculty of Medicine,  
AIMST University 
Jalan Bedong, Semeling 08100,  
Kedah,  
Malaysia 
 
Dr. Kwang Young Song 
Department of Biological Engineering,  
School of Biological and Chemical Engineering,  
Yanbian Universityof Science and Technology,  
Yanji,  
China. 
 
Dr. Kamel Belhamel 
Faculty of Technology,  
University of Bejaia 
Algeria 
 
Dr. Sladjana Jevremovic 
Institute for Biological Research  
Sinisa Stankovic,  
Belgrade, 
Serbia 
 
Dr. Tamer Edirne 
Dept. of Family Medicine, Univ. of Pamukkale 
Turkey 
 
Dr. R. Balaji Raja M.Tech (Ph.D) 
Assistant Professor, 
Department of Biotechnology, 
School of Bioengineering, 
SRM University, 
Chennai. 
India 
 
Dr. Minglei Wang 
University of Illinois at Urbana-Champaign,USA 
 
 

 
 
Dr. Mohd Fuat ABD Razak 
Institute for Medical Research 
Malaysia 
 
Dr. Davide Pacifico 
Istituto di Virologia Vegetale – CNR 
Italy 
 
Prof. Dr. Akrum Hamdy 
Faculty of Agriculture, Minia University, Egypt 
Egypt 
 
Dr. Ntobeko A. B. Ntusi 
Cardiac Clinic, Department of Medicine,  
University of Cape Town and  
Department of Cardiovascular Medicine,  
University of Oxford 
South Africa and  
United Kingdom 
 
Prof. N. S. Alzoreky 
Food Science & Nutrition Department,  
College of Agricultural Sciences & Food,  
King Faisal University, 
Saudi Arabia 
 
Dr. Chen Ding 
College of Material Science and Engineering,  
Hunan University, 
China 
 
Dr Svetlana Nikolić 
Faculty of Technology and Metallurgy,  
University of Belgrade, 
Serbia 
 
Dr. Sivakumar Swaminathan 
Department of Agronomy,  
College of Agriculture and Life Sciences,  
Iowa State University,  
Ames, Iowa 50011    
USA 
 
Dr. Alfredo J. Anceno 
School of Environment, Resources and Development 
(SERD),  
Asian Institute of Technology, 
Thailand 
 
Dr. Iqbal Ahmad 
Aligarh Muslim University,  
Aligrah 
India 
 
 



 
 
Dr. Josephine Nketsia-Tabiri 
Ghana Atomic Energy Commission 
Ghana 
 
Dr. Juliane Elisa Welke 
UFRGS – Universidade Federal do Rio  
Grande do Sul 
Brazil 
 
Dr. Mohammad Nazrul Islam 
NIMR; IPH-Bangalore & NIUM 
Bangladesh 
 
Dr. Okonko, Iheanyi Omezuruike 
Department of Virology,  
Faculty of Basic Medical Sciences,  
College of Medicine,  
University of Ibadan,  
University College Hospital,  
Ibadan, 
Nigeria 
 
Dr. Giuliana Noratto 
Texas A&M University 
USA 
 
Dr. Phanikanth Venkata Turlapati 
Washington State University 
USA 
 
Dr. Khaleel I. Z. Jawasreh 
National Centre for Agricultural Research and 
Extension, NCARE 
Jordan 
 
Dr. Babak Mostafazadeh, MD 
Shaheed Beheshty University of Medical Sciences 
Iran 
 
Dr. S. Meena Kumari 
Department of Biosciences 
Faculty of Science 
University of Mauritius 
Reduit 
Mauritius 
 
Dr. S. Anju 
Department of Biotechnology,  
SRM University, Chennai-603203 
India 
 
Dr. Mustafa Maroufpor 
Iran 
 
 

 
 
Prof. Dong Zhichun 
Professor, Department of Animal Sciences and 
Veterinary Medicine,  
Yunnan Agriculture University,  
China 
 
Dr. Mehdi Azami 
Parasitology & Mycology Dept,  
Baghaeei Lab.,  
Shams Abadi St.  
Isfahan 
Iran 
 
Dr. Anderson de Souza Sant’Ana 
University of São Paulo. 
Brazil. 
 
Dr. Juliane Elisa Welke 
UFRGS – Universidade Federal do Rio Grande do Sul 
Brazil 
 
Dr. Paul Shapshak 
USF Health,  
Depts. Medicine (Div. Infect. Disease & Internat Med) 
and Psychiatry & Beh Med. 
USA 
 
Dr. Jorge Reinheimer 
Universidad Nacional del Litoral (Santa Fe) 
Argentina 
 
Dr. Qin Liu 
East China University of Science  
and Technology 
China 
 
Dr. Xiao-Qing Hu 
State Key Lab of Food Science and Technology 
Jiangnan University 
P. R. China 
 
Prof. Branislava Kocic 
Specaialist of Microbiology and Parasitology  
University of Nis, School of Medicine Institute  
for Public Health Nis, Bul. Z. Djindjica 50, 18000 Nis  
Serbia 
 
Dr. Rafel Socias 
CITA de Aragón,  
Spain 
 
 
 
 
 



 
 
Prof. Kamal I. Mohamed 
State University of New York at Oswego 
USA 
 
Dr. Adriano Cruz 
Faculty of Food Engineering-FEA 
University of Campinas (UNICAMP)  
Brazil 
 
Dr. Mike Agenbag (Michael Hermanus Albertus) 
Manager Municipal Health Services,  
Joe Gqabi District Municipality 
South Africa 
 
Dr. D. V. L. Sarada 
Department of Biotechnology, 
SRM University, Chennai-603203 
India. 
 
Dr. Samuel K Ameyaw 
Civista Medical Center 
United States of America 
 
Prof. Huaizhi Wang 
Institute of Hepatopancreatobiliary  
Surgery of PLA Southwest Hospital,  
Third Military Medical University 
Chongqing400038  
P. R. China 
 
Prof. Bakhiet AO 
College of Veterinary Medicine, Sudan  
University of Science and Technology 
Sudan 
 
Dr. Saba F. Hussain 
Community, Orthodontics and Peadiatric Dentistry 
Department 
Faculty of Dentistry 
Universiti Teknologi MARA 
40450 Shah Alam, Selangor 
Malaysia 
 
Prof. Dr. Zohair I.F.Rahemo 
State Key Lab of Food Science and Technology 
Jiangnan University 
P. R. China 
 
Dr. Afework Kassu 
University of Gondar 
Ethiopia 
 
 
 
 

 
 
Prof. Isidro A. T. Savillo 
ISCOF 
Philippines 
 
Dr. How-Yee Lai 
Taylor’s University College 
Malaysia 
 
Dr. Nidheesh Dadheech 
MS. University of Baroda, Vadodara, Gujarat, India. 
India 
 
Dr. Omitoyin Siyanbola 
Bowen University,  
Iwo 
Nigeria 
 
Dr. Franco Mutinelli 
Istituto Zooprofilattico Sperimentale delle Venezie 
Italy 
 
Dr. Chanpen Chanchao 
Department of Biology,  
Faculty of Science,  
Chulalongkorn University 
Thailand 
 
Dr. Tsuyoshi Kasama 
Division of Rheumatology,  
Showa University 
Japan 
 
Dr. Kuender D. Yang, MD. 
Chang Gung Memorial Hospital 
Taiwan 
 
Dr. Liane Raluca Stan 
University Politehnica of Bucharest,  
Department of Organic Chemistry “C.Nenitzescu” 
Romania 
 
Dr. Muhamed Osman 
Senior Lecturer of Pathology & Consultant 
Immunopathologist 
Department of Pathology, 
Faculty of Medicine, 
Universiti Teknologi MARA, 
40450 Shah Alam, Selangor 
Malaysia 
 
Dr. Mohammad Feizabadi 
Tehran University of medical Sciences 
Iran 
 
 



 
 
Prof. Ahmed H Mitwalli 
State Key Lab of Food Science and Technology 
Jiangnan University 
P. R. China 
 
Dr. Mazyar Yazdani 
Department of Biology, 
University of Oslo,  
Blindern,  
Oslo, 
Norway 
 
Dr. Ms. Jemimah Gesare Onsare 
Ministry of Higher, Education  
Science and Technology 
Kenya 
 
Dr. Babak Khalili Hadad 
Department of Biological Sciences,  
Roudehen Branch,  
Islamic Azad University,  
Roudehen 
Iran 
 
Dr. Ehsan Sari 
Department of Plan Pathology,  
Iranian Research Institute of Plant Protection,  
Tehran, 
Iran. 
 
Dr. Snjezana Zidovec Lepej 
University Hospital for Infectious Diseases  
Zagreb, 
Croatia 
 
Dr. Dilshad Ahmad 
King Saud University 
Saudi Arabia 
 
Dr. Adriano Gomes da Cruz 
University of Campinas (UNICAMP) 
Brazil 
 
Dr. Hsin-Mei Ku 
Agronomy Dept. NCHU 250 Kuo  
Kuang Rd, Taichung, 
Taiwan 
 
Dr. Fereshteh Naderi 
Physical chemist,  
Islamic Azad University,  
Shahre Ghods Branch 
Iran 
 
 

 
 
Dr. Adibe Maxwell Ogochukwu 
Department of Clinical Pharmacy and Pharmacy 
Management,  
University of Nigeria,  
Nsukka. 
Nigeria 
 
Dr. William M. Shafer 
Emory University School of Medicine 
USA 
 
Dr. Michelle Bull 
CSIRO Food and Nutritional Sciences 
Australia 
 
Prof. Dr. Márcio Garcia Ribeiro (DVM, PhD) 
School of Veterinary Medicine and Animal Science- 
UNESP, 
Dept. Veterinary Hygiene and Public Health,  
State of Sao Paulo 
Brazil 
 
Prof. Dr. Sheila Nathan 
National University of Malaysia (UKM) 
Malaysia 
 
Prof. Ebiamadon Andi Brisibe 
University of Calabar,  
Calabar, 
Nigeria 
 
Dr. Julie Wang 
Burnet Institute 
Australia 
 
Dr. Jean-Marc Chobert 
INRA- BIA, FIPL 
France 
 
Dr. Zhilong Yang, PhD 
Laboratory of Viral Diseases 
National Institute of Allergy and Infectious Diseases,  
National Institutes of Health 
 
Dr. Dele Raheem 
University of Helsinki 
Finland 
 
Dr. Li Sun 
PLA Centre for the treatment of infectious diseases,  
Tangdu Hospital,  
Fourth Military Medical University 
China 
 
 



 
 
Dr. Biljana Miljkovic-Selimovic 
School of Medicine,  
University in Nis,  
Serbia; Referent laboratory for Campylobacter and 
Helicobacter,  
Center for Microbiology,  
Institute for Public Health, Nis 
Serbia 
 
Dr. Xinan Jiao 
Yangzhou University 
China 
 
Dr. Endang Sri Lestari, MD. 
Department of Clinical Microbiology,  
Medical Faculty,  
Diponegoro University/Dr. Kariadi Teaching Hospital,  
Semarang 
Indonesia 
 
Dr. Hojin Shin 
Pusan National University Hospital 
South Korea 
 
Dr. Yi Wang 
Center for Vector Biology, 180 Jones Avenue 
Rutgers University, New Brunswick, NJ 08901-8536 
USA 
 
Dr. Heping Zhang 
The Key Laboratory of Dairy Biotechnology and 
Engineering,  
Ministry of Education,  
Inner Mongolia Agricultural University. 
China 
 
Prof. Natasha Potgieter 
University of Venda 
South Africa 
 
Dr. Alemzadeh 
Sharif University 
Iran 
 
Dr. Sonia Arriaga 
Instituto Potosino de Investigación Científicay 
Tecnológica/División de Ciencias Ambientales 
Mexico 
 
Dr. Armando Gonzalez-Sanchez 
Universidad Autonoma Metropolitana Cuajimalpa 
Mexico 
 
 
 

 
 
Dr. Pradeep Parihar 
Lovely Professional University, Phagwara, Punjab. 
India 
 
Dr. William H Roldán 
Department of Medical Microbiology,  
Faculty of Medicine, 
Peru 
 
Dr. Kanzaki, L I B 
Laboratory of Bioprospection. University of Brasilia 
Brazil 
 
Prof. Philippe Dorchies 
Laboratory of Bioprospection. University of Brasilia 
Brazil 
 
Dr. C. Ganesh Kumar 
Indian Institute of Chemical Technology,  
Hyderabad 
India 
 
Dr. Farid Che Ghazali 
Universiti Sains Malaysia (USM) 
Malaysia 
 
Dr. Samira Bouhdid 
Abdelmalek Essaadi University,  
Tetouan, 
Morocco 
 
Dr. Zainab Z. Ismail 
Department of Environmental Engineering, University 
of Baghdad. 
Iraq 
 
Dr. Ary Fernandes Junior 
Universidade Estadual Paulista (UNESP) 
Brasil 
 
Dr. Papaevangelou Vassiliki 
Athens University Medical School 
Greece 
 
Dr. Fangyou Yu 
The first Affiliated Hospital of Wenzhou Medical 
College 
China 
 
Dr. Galba Maria de Campos Takaki 
Catholic University of Pernambuco 
Brazil 
 
 
 



 
 
Dr. Kwabena Ofori-Kwakye 
Department of Pharmaceutics, 
Kwame Nkrumah University of Science & Technology, 
KUMASI 
Ghana 
 
Prof. Dr. Liesel Brenda Gende 
Arthropods Laboratory, School of Natural and Exact 
Sciences, National University of Mar del Plata 
Buenos Aires, 
Argentina. 
 
Dr. Adeshina Gbonjubola 
Ahmadu Bello University, 
Zaria. 
Nigeria 
 
Prof. Dr. Stylianos Chatzipanagiotou 
University of Athens – Medical School 
Greec 
 
Dr. Dongqing BAI 
Department of Fishery Science, 
Tianjin Agricultural College, 
Tianjin 300384 
P. R. China 
 
Dr. Dingqiang Lu 
Nanjing University of Technology 
P.R. China 
 
Dr. L. B. Sukla 
Scientist –G & Head, Biominerals Department, 
IMMT, Bhubaneswar 
India 
 
Dr. Hakan Parlakpinar 
MD. Inonu University, Medical Faculty, Department 
of Pharmacology, Malatya 
Turkey 
 
Dr Pak-Lam Yu 
Massey University 
New Zealand 
 
Dr Percy Chimwamurombe 
University of Namibia 
Namibia 
 
Dr. Euclésio Simionatto 
State University of Mato Grosso do Sul-UEMS 
Brazil 
 
 
 

 
 
Dr. Hans-Jürg Monstein 
Clinical Microbiology, Molecular Biology Laboratory, 
University Hospital, Faculty of Health Sciences, S-581 
85 Linköping 
Sweden 
 
Dr. Ajith, T. A 
Associate Professor Biochemistry, Amala Institute of 
Medical Sciences, Amala Nagar, Thrissur, Kerala-680 
555 
India 
 
Dr. Feng-Chia Hsieh 
Biopesticides Division, Taiwan Agricultural Chemicals 
and Toxic Substances Research Institute, Council of 
Agriculture 
Taiwan 
 
Prof. Dra. Suzan Pantaroto de Vasconcellos 
Universidade Federal de São Paulo 
Rua Prof. Artur Riedel, 275 Jd. Eldorado, Diadema, SP 
CEP 09972-270 
Brasil 
 
Dr. Maria Leonor Ribeiro Casimiro Lopes Assad 
Universidade Federal de São Carlos - Centro de 
Ciências Agrárias - CCA/UFSCar 
Departamento de Recursos Naturais e Proteção 
Ambiental 
Rodovia Anhanguera, km 174 - SP-330 
Araras - São Paulo 
Brasil 
 
Dr. Pierangeli G. Vital 
Institute of Biology, College of Science, University of 
the Philippines 
Philippines 
 
Prof. Roland Ndip 
University of Fort Hare, Alice 
South Africa 
 
Dr. Shawn Carraher  
University of Fort Hare, Alice 
South Africa 
 
Dr. José Eduardo Marques Pessanha 
Observatório de Saúde Urbana de Belo 
Horizonte/Faculdade de Medicina da Universidade 
Federal de Minas Gerais 
Brasil 
 
 
 
 



Dr. Yuanshu Qian 
Department of Pharmacology, Shantou University 
Medical College 
China 
 
Dr. Helen Treichel 
URI-Campus de Erechim 
Brazil 
 
Dr. Xiao-Qing Hu 
State Key Lab of Food Science and Technology 
Jiangnan University 
P. R. China 
 
Dr. Olli H. Tuovinen 
Ohio State University, Columbus, Ohio 
USA 
 
Prof. Stoyan Groudev 
University of Mining and Geology “Saint Ivan Rilski” 
Sofia 
Bulgaria 
 
Dr. G. Thirumurugan 
Research lab, GIET School of Pharmacy, NH-5, 
Chaitanya nagar, Rajahmundry-533294. 
India 
 
Dr. Charu Gomber 
Thapar University 
India 
 
Dr. Jan Kuever 
Bremen Institute for Materials Testing, 
Department of Microbiology, 
Paul-Feller-Str. 1, 28199 Bremen 
Germany 
 
Dr. Nicola S. Flanagan 
Universidad Javeriana, Cali 
Colombia 
 
Dr. André Luiz C. M. de A. Santiago 
Universidade Federal Rural de Pernambuco 
Brazil 
 
Dr. Dhruva Kumar Jha 
Microbial Ecology Laboratory, 
Department of Botany, 
Gauhati University, 
Guwahati 781 014, Assam 
India 
 
 
 
 
 

Dr. N Saleem Basha 
M. Pharm (Pharmaceutical Biotechnology) 
Eritrea (North East Africa) 
  
Prof. Dr. João Lúcio de Azevedo 
Dept. Genetics-University of São Paulo-Faculty of 
Agriculture- Piracicaba, 13400-970 
Brasil 
  
Dr. Julia Inés Fariña 
PROIMI-CONICET 
Argentina 
  
Dr. Yutaka Ito 
Kyoto University 
Japan 
  
Dr. Cheruiyot K. Ronald 
Biomedical Laboratory Technologist 
Kenya 
  
Prof. Dr. Ata Akcil 
S. D. University 
Turkey 
  
Dr. Adhar Manna 
The University of South Dakota 
USA 
  
Dr. Cícero Flávio Soares Aragão 
Federal University of Rio Grande do Norte 
Brazil 
  
Dr. Gunnar Dahlen 
Institute of odontology, Sahlgrenska Academy at 
University of Gothenburg 
Sweden 
  
Dr. Pankaj Kumar Mishra 
Vivekananda Institute of Hill Agriculture, (I.C.A.R.), 
ALMORA-263601, Uttarakhand 
India 
 
Dr. Benjamas W. Thanomsub 
Srinakharinwirot University 
Thailand 
 
Dr. Maria José Borrego 
National Institute of Health – Department of Infectious 
Diseases 
Portugal 
 
 
 
 
 
 



Dr. Catherine Carrillo 
Health Canada, Bureau of Microbial Hazards 
Canada 
 
Dr. Marcotty Tanguy 
Institute of Tropical Medicine 
Belgium 
  
Dr. Han-Bo Zhang 
Laboratory of Conservation and Utilization for Bio-
resources 
Key Laboratory for Microbial Resources of the 
Ministry of Education, 
Yunnan University, Kunming 650091. 
School of Life Science, 
Yunnan University, Kunming, 
Yunnan Province 650091. 
China 
 
Dr. Ali Mohammed Somily 
King Saud University 
Saudi Arabia 
  
Dr. Nicole Wolter 
National Institute for Communicable Diseases and 
University of the Witwatersrand, 
Johannesburg 
South Africa 
  
Dr. Marco Antonio Nogueira 
Universidade Estadual de Londrina 
CCB/Depto. De microbiologia 
Laboratório de Microbiologia Ambiental 
Caixa Postal 6001 
86051-980 Londrina. 
Brazil 
  
Dr. Bruno Pavoni 
Department of Environmental Sciences University of 
Venice 
Italy 
  
Dr. Shih-Chieh Lee 
Da-Yeh University 
Taiwan 
  
Dr. Satoru Shimizu 
Horonobe Research Institute for the Subsurface 
Environment, 
Northern Advancement Center for Science & 
Technology 
Japan 
 
 
 
 
 

Dr. Tang Ming 
College of Forestry, Northwest A&F University, 
Yangling 
China 
 
Dr. Olga Gortzi 
Department of Food Technology, T.E.I. of Larissa 
Greece 
  
Dr. Mark Tarnopolsky 
Mcmaster University 
Canada 
  
Dr. Sami A. Zabin 
Al Baha University 
Saudi Arabia 
  
Dr. Julia W. Pridgeon 
Aquatic Animal Health Research Unit, USDA, ARS 
USA 
  
Dr. Lim Yau Yan 
Monash University Sunway Campus 
Malaysia 
 
Prof. Rosemeire C. L. R. Pietro 
Faculdade de Ciências Farmacêuticas de Araraquara, 
Univ Estadual Paulista, UNESP 
Brazil 
  
Dr. Nazime Mercan Dogan 
PAU Faculty of Arts and Science, Denizli 
Turkey 
  
Dr Ian Edwin Cock 
Biomolecular and Physical Sciences 
Griffith University 
Australia 
  
Prof. N K Dubey 
Banaras Hindu University 
India 
  
Dr. S. Hemalatha 
Department of Pharmaceutics, Institute of 
Technology, 
Banaras Hindu University, Varanasi. 221005 
India 
 
Dr. J. Santos Garcia A. 
Universidad A. de Nuevo Leon 
Mexico India 
 
 
 
 
 



Dr. Somboon Tanasupawat 
Department of Biochemistry and Microbiology, 
Faculty of Pharmaceutical Sciences, 
Chulalongkorn University, 
Bangkok 10330 
Thailand 
 
Dr. Vivekananda Mandal 
Post Graduate Department of Botany, 
Darjeeling Government College, 
Darjeeling – 734101. 
India 
  
Dr. Shihua Wang 
College of Life Sciences, 
Fujian Agriculture and Forestry University 
China 
  
Dr. Victor Manuel Fernandes Galhano 
CITAB-Centre for Research and Technology of Agro-
Environment and Biological Sciences, Integrative 
Biology and Quality Research Group, 
University of Trás-os-Montes and Alto Douro, 
Apartado 1013, 5001-801 Vila Real 
Portugal 
  
Dr. Maria Cristina Maldonado 
Instituto de Biotecnologia. Universidad Nacional de 
Tucuman 
Argentina 
  
Dr. Alex Soltermann 
Institute for Surgical Pathology, 
University Hospital Zürich 
Switzerland 
  
Dr. Dagmara Sirova 
Department of Ecosystem Biology, Faculty Of Science, 
University of South Bohemia, 
Branisovska 37, Ceske Budejovice, 37001 
Czech Republic 
 
Dr. E. O Igbinosa 
Department of Microbiology, 
Ambrose Alli University, 
Ekpoma, Edo State, 
Nigeria. 
  
Dr. Hodaka Suzuki 
National Institute of Health Sciences 
Japan 
 
 
 
 
 
 

Dr. Mick Bosilevac 
US Meat Animal Research Center 
USA 
 
Dr. Nora Lía Padola 
Imunoquímica y Biotecnología- Fac Cs Vet-UNCPBA 
Argentina 
  
Dr. Maria Madalena Vieira-Pinto 
Universidade de Trás-os-Montes e Alto Douro 
Portugal 
  
Dr. Stefano Morandi 
CNR-Istituto di Scienze delle Produzioni Alimentari 
(ISPA), Sez. Milano 
Italy 
  
Dr Line Thorsen 
Copenhagen University, Faculty of Life Sciences 
Denmark 
  
Dr. Ana Lucia Falavigna-Guilherme 
Universidade Estadual de Maringá 
Brazil 
  
Dr. Baoqiang Liao 
Dept. of Chem. Eng., Lakehead University, 955 Oliver 
Road, Thunder Bay, Ontario 
Canada 
  
Dr. Ouyang Jinping 
Patho-Physiology department, 
Faculty of Medicine of Wuhan University 
China 
  
Dr. John Sorensen 
University of Manitoba 
Canada 
  
Dr. Andrew Williams 
University of Oxford 
United Kingdom 
  
Dr. Chi-Chiang Yang 
Chung Shan Medical University 
Taiwan, R.O.C. 
 
Dr. Quanming Zou 
Department of Clinical Microbiology and Immunology, 
College of Medical Laboratory, 
Third Military Medical University 
China 
 
 
 
 
 



Prof. Ashok Kumar 
School of Biotechnology, 
Banaras Hindu University, Varanasi 
India 
 
Dr. Chung-Ming Chen 
Department of Pediatrics, Taipei Medical University 
Hospital, Taipei 
Taiwan 
  
Dr. Jennifer Furin 
Harvard Medical School 
USA 
  
Dr. Julia W. Pridgeon 
Aquatic Animal Health Research Unit, USDA, ARS 
USA 
  
Dr Alireza Seidavi 
Islamic Azad University, Rasht Branch 
Iran 
  
Dr. Thore Rohwerder 
Helmholtz Centre for Environmental Research UFZ 
Germany 
  
Dr. Daniela Billi 
University of Rome Tor Vergat 
Italy 
  
Dr. Ivana Karabegovic 
Faculty of Technology, Leskovac, University of Nis 
Serbia 
  
Dr. Flaviana Andrade Faria 
IBILCE/UNESP 
Brazil 
  
Prof. Margareth Linde Athayde 
Federal University of Santa Maria 
Brazil 
 
Dr. Guadalupe Virginia Nevarez Moorillon 
Universidad Autonoma de Chihuahua 
Mexico 
  
Dr. Tatiana de Sousa Fiuza 
Federal University of Goias 
Brazil 
 
Dr. Indrani B. Das Sarma 
Jhulelal Institute of Technology, Nagpur 
India 
 
 
 
 

Dr. Guanghua Wang 
Northeast Institute of Geography and Agroecology, 
Chinese Academy of Sciences 
China 
 
Dr. Renata Vadkertiova 
Institute of Chemistry, Slovak Academy of Science 
Slovakia 
  
Dr. Charles Hocart 
The Australian National University 
Australia 
  
Dr. Guoqiang Zhu 
University of Yangzhou College of Veterinary Medicine 
China 
  
Dr. Guilherme Augusto Marietto Gonçalves 
São Paulo State University 
Brazil 
  
Dr. Mohammad Ali Faramarzi 
Tehran University of Medical Sciences 
Iran 
  
Dr. Suppasil Maneerat 
Department of Industrial Biotechnology, Faculty of 
Agro-Industry, Prince of Songkla University, Hat Yai 
90112 
Thailand 
  
Dr. Francisco Javier Las heras Vazquez 
Almeria University 
Spain 
 
Dr. Cheng-Hsun Chiu 
Chang Gung memorial Hospital, Chang Gung 
University 
Taiwan 
  
Dr. Ajay Singh 
DDU Gorakhpur University, Gorakhpur-273009 (U.P.) 
India 
  
Dr. Karabo Shale 
Central University of Technology, Free State 
South Africa 
 
Dr. Lourdes Zélia Zanoni 
Department of Pediatrics, School of Medicine, Federal 
University of Mato Grosso do Sul, Campo Grande, 
Mato Grosso do Sul 
Brazil 
 
 
 
 



Dr. Tulin Askun 
Balikesir University 
Turkey 
 
Dr. Marija Stankovic 
Institute of Molecular Genetics and Genetic 
Engineering 
Republic of Serbia 
  
Dr. Scott Weese 
University of Guelph 
Dept of Pathobiology, Ontario Veterinary College,  
University of Guelph,  
Guelph, Ontario, N1G2W1,  
Canada 
  
Dr. Sabiha Essack 
School of Health Sciences 
South African Committee of Health Sciences  
University of KwaZulu-Natal 
Private Bag X54001 
Durban 4000 
South Africa 
 
Dr. Hare Krishna 
Central Institute for Arid Horticulture,  
Beechwal, Bikaner-334 006, Rajasthan,  
India 
 
Dr. Anna Mensuali 
Dept. of Life Science,  
Scuola Superiore  
Sant’Anna 
 
Dr. Ghada Sameh Hafez Hassan 
Pharmaceutical Chemistry Department, 
Faculty of Pharmacy, Mansoura University,  
Egypt 
 
Dr. Kátia Flávia Fernandes 
Biochemistry and Molecular Biology 
Universidade Federal de Goiás 
Brasil 
 
Dr. Abdel-Hady El-Gilany 
Public Health & Community Medicine 
Faculty of Medicine,  
Mansoura University 
Egypt 
 
 
 
 
 
 
 
 

Dr. Hongxiong Guo 
STD and HIV/AIDS Control and Prevention,  
Jiangsu provincial CDC, 
China 
 
Dr. Konstantina Tsaousi 
Life and Health Sciences,  
School of Biomedical Sciences, 
University of Ulster 
 
Dr. Bhavnaben Gowan Gordhan 
DST/NRF Centre of Excellence for Biomedical TB 
Research 
University of the Witwatersrand and National Health 
Laboratory Service 
P.O. Box 1038, Johannesburg 2000,  
South Africa 
 
Dr. Ernest Kuchar 
Pediatric Infectious Diseases,  
Wroclaw Medical University,  
Wroclaw Teaching Hospital, 
Poland 
 
Dr. Hongxiong Guo 
STD and HIV/AIDS Control and Prevention,  
Jiangsu provincial CDC, 
China 
 
Dr. Mar Rodriguez Jovita 
Food Hygiene and Safety, Faculty of Veterinary 
Science.  
University of Extremadura, 
Spain 
 
Dr. Jes Gitz Holler 
Hospital Pharmacy,  
Aalesund. Central Norway Pharmaceutical Trust 
Professor Brochs gt. 6. 7030 Trondheim,  
Norway 
 
Prof. Chengxiang FANG 
College of Life Sciences,  
Wuhan University 
Wuhan 430072, P.R.China 
 
Dr. Anchalee Tungtrongchitr 
Siriraj Dust Mite Center for Services and Research 
Department of Parasitology,  
Faculty of Medicine Siriraj Hospital,  
Mahidol University 
2 Prannok Road, Bangkok Noi,  
Bangkok, 10700, Thailand



 

Instructions for Author 
 
 

Electronic submission of manuscripts is strongly 
encouraged, provided that the text, tables, and figures are 
included in a single Microsoft Word file (preferably in Arial 
font). 

 
The cover letter should include the corresponding author's 
full address and telephone/fax numbers and should be in 
an e-mail message sent to the Editor, with the file, whose 
name should begin with the first author's surname, as an 
attachment. 

 
Article Types 
Three types of manuscripts may be submitted: 

 
Regular articles: These should describe new and carefully 
confirmed findings, and experimental procedures should 
be given in sufficient detail for others to verify the work. 
The length of a full paper should be the minimum required 
to describe and interpret the work clearly. 
Short Communications: A Short Communication is suitable 
for recording the results of complete small investigations 
or giving details of new models or hypotheses, innovative 
methods, techniques or apparatus. The style of main 
sections need not conform to that of full-length papers. 
Short communications are 2 to 4 printed pages (about 6 to 
12 manuscript pages) in length. 

 
Reviews: Submissions of reviews and perspectives covering 
topics of current interest are welcome and encouraged. 
Reviews should be concise and no longer than 4-6 printed 
pages (about 12 to 18 manuscript pages). Reviews are also 
peer-reviewed. 

 
Review Process 

 
All manuscripts are reviewed by an editor and members of 
the Editorial Board or qualified outside reviewers. Authors 
cannot nominate reviewers. Only reviewers randomly 
selected from our database with specialization in the 
subject area will be contacted to evaluate the manuscripts. 
The process will be blind review. 
Decisions will be made as rapidly as possible, and the 
Journal strives to return reviewers’ comments to authors as 
fast as possible. The editorial board will re-review 
manuscripts that are accepted pending revision. It is the 
goal of the AJMR to publish manuscripts within weeks 
after submission. 

Regular articles 

 
All portions of the manuscript must be typed double- 
spaced and all pages numbered starting from the title 
page. 

 
The Title should be a brief phrase describing the contents 
of the paper. The Title Page should include the authors' 
full names and affiliations, the name of the corresponding 
author along with phone, fax and E-mail information. 
Present addresses of authors should appear as a footnote. 

 
The Abstract should be informative and completely self- 
explanatory, briefly present the topic, state the scope of 
the experiments, indicate significant data, and point out 
major findings and conclusions. The Abstract should be 
100 to 200 words in length.. Complete sentences, active 
verbs, and the third person should be used, and the 
abstract should be written in the past tense. Standard 
nomenclature should be used and abbreviations should 
be avoided. No literature should be cited. 
Following the abstract, about 3 to 10 key words that will 
provide indexing references should be listed. 

 
A list of non-standard Abbreviations should be added. In 
general, non-standard abbreviations should be used only 
when the full term is very long and used often. Each 
abbreviation should be spelled out and introduced in 
parentheses the first time it is used in the text. Only 
recommended SI units should be used. Authors should 
use the solidus presentation (mg/ml). Standard 
abbreviations (such as ATP and DNA) need not be defined. 

 
The Introduction should provide a clear statement of the 
problem, the relevant literature on the subject, and the 
proposed approach or solution. It should be 
understandable to colleagues from a broad range of 
scientific disciplines. 

 
Materials and methods should be complete enough to 

allow experiments to be reproduced. However, only truly 
new procedures should be described in detail; previously 
published procedures should be cited, and important 
modifications of published procedures should be 
mentioned briefly. Capitalize trade names and include the 
manufacturer's name and address. Subheadings should be 
used. Methods in general use need not be described in 
detail. 



 

Results should be presented with clarity and precision. 
The results should be written in the past tense when 
describing findings in the authors' experiments. 
Previously published findings should be written in the 
present tense. Results should be explained, but largely 
without referring to the literature.  Discussion, 
speculation and detailed interpretation of data should 
not be included in the Results but should be put into the 
Discussion section. 

 
The Discussion should interpret the findings in view of 
the results obtained in this and in past studies on this 
topic. State the conclusions in a few sentences at the end 
of the paper. The Results and Discussion sections can 
include subheadings, and when appropriate, both 
sections can be combined. 

 
The Acknowledgments of people, grants, funds, etc 
should be brief. 

 
Tables should be kept to a minimum and be designed to 
be as simple as possible. Tables are to be typed double- 
spaced throughout, including headings and footnotes. 
Each table should be on a separate page, numbered 
consecutively in Arabic numerals and supplied with a 
heading and a legend. Tables should be self-explanatory 
without reference to the text. The details of the methods 
used in the experiments should preferably be described 
in the legend instead of in the text. The same data should 
not be presented in both table and graph form or 
repeated in the text. 

 
Figure legends should be typed in numerical order on a 
separate sheet. Graphics should be prepared using 
applications capable of generating high resolution GIF, 
TIFF, JPEG or Powerpoint before pasting in the Microsoft 
Word manuscript file. Tables should be prepared in 
Microsoft Word. Use Arabic numerals to designate 
figures and upper case letters for their parts (Figure 1). 
Begin each legend with a title and include sufficient 
description so that the figure is understandable without 
reading the text of the manuscript. Information given in 
legends should not be repeated in the text. 

 
References: In the text, a reference identified by means 
of an author‘s name should be followed by the date of 
the reference in parentheses. When there are more than 
two authors, only the first author‘s name should be 
mentioned, followed by ’et al‘. In the event that an 
author cited has had two or more works published during 
the same year, the reference, both in the text and in the 
reference list, should be identified by a lower case letter 
like ’a‘ and ’b‘ after the date to distinguish the works. 

 
Examples: 

 
Abayomi (2000), Agindotan et al. (2003), (Kelebeni, 
1983), (Usman and Smith, 1992), (Chege, 1998; 

1987a,b; Tijani, 1993,1995), (Kumasi et al., 2001) 
References should be listed at the end of the paper in 
alphabetical order.  Articles in preparation or  articles 
submitted  for  publication,  unpublished  observations, 
personal communications, etc. should not be included 
in the reference list but should only be mentioned in 
the article text (e.g., A. Kingori, University of Nairobi, 
Kenya,  personal  communication).  Journal  names  are 
abbreviated according to Chemical Abstracts. Authors 
are fully responsible for the accuracy of the references. 

 
Examples: 

 
Chikere CB, Omoni VT and Chikere BO (2008). 
Distribution of potential nosocomial pathogens in a 
hospital environment. Afr. J. Biotechnol. 7: 3535-3539. 

 
Moran GJ, Amii RN, Abrahamian FM, Talan DA (2005). 
Methicillinresistant Staphylococcus aureus in 
community-acquired skin infections. Emerg. Infect. Dis. 
11: 928-930. 

 
Pitout JDD, Church DL, Gregson DB, Chow BL, 
McCracken M, Mulvey M, Laupland KB (2007). 
Molecular epidemiology of CTXM-producing 
Escherichia coli in the Calgary Health Region: 
emergence of  CTX-M-15-producing isolates. 
Antimicrob. Agents Chemother. 51: 1281-1286. 

 
Pelczar JR, Harley  JP, Klein DA (1993). Microbiology: 
Concepts and Applications. McGraw-Hill Inc., New York, 
pp. 591-603. 

 

 
Short Communications 

 
Short Communications are limited to a maximum of 
two figures and one table. They should present a 
complete study that is more limited in scope than is 
found in full-length papers. The items of manuscript 
preparation listed above apply to Short 
Communications with the following differences: (1) 
Abstracts are limited to 100 words; (2) instead of a 
separate Materials and Methods section, experimental 
procedures may be incorporated into Figure Legends 
and Table footnotes; (3) Results and Discussion should 
be combined into a single section. 
Proofs and Reprints: Electronic proofs will be sent (e- 
mail attachment) to the corresponding author as a PDF 
file. Page proofs are considered to be the final version 
of the manuscript. With the exception of typographical 
or minor clerical errors, no changes will be made in the 
manuscript at the proof stage. 



 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 
 

Fees and Charges: Authors are required to pay a $550 handling fee. Publication of an article in the African Journal of 
Microbiology Research is not contingent upon the author's ability to pay the charges. Neither is acceptance to pay the 
handling fee a guarantee that the paper will be accepted for publication. Authors may still request (in advance) 
that the editorial office waive some of the handling fee under special circumstances 

 
Copyright: © 2015, Academic Journals. 
All rights Reserved. In accessing this journal, you agree that you will access the contents for your own personal use 
but not for any commercial use. Any use and or copies of this Journal in whole or in part must include the customary 
bibliographic citation, including author attribution, date and article title. 

 
Submission of a manuscript implies: that the work described has not been published before (except in the form of an 
abstract or as part of a published lecture, or thesis) that it is not under consideration for publication elsewhere; that if 
and when the manuscript is accepted for publication, the authors agree to automatic transfer of the copyright to the 
publisher. 

 
Disclaimer of Warranties 

 
In no event shall Academic Journals be liable for any special, incidental, indirect, or consequential damages of any 
kind arising out of or in connection with the use of the articles or other material derived from the AJMR, whether 
or not advised of the possibility of damage, and on any theory of liability. 
This publication is provided "as is" without warranty of any kind, either expressed or implied, including, but not 
limited to, the implied warranties of merchantability, fitness for a particular purpose, or non-infringement. 
Descriptions of, or references to, products or publications does not imply endorsement of that product or publication. 
While every effort is made by Academic Journals to see that no inaccurate or misleading data, opinion or statements 
appear in this publication, they wish to make it clear that the data and opinions appearing in the articles and 
advertisements herein are the responsibility of the contributor or advertiser concerned. Academic Journals makes no 
warranty of any kind, either express or implied, regarding the quality, accuracy, availability, or validity of the data or 
information in this publication or of any other publication to which it may be linked. 



 

 
 
 
 
 
 
 
 

 

International Journal of Medicine and Medical Sciences 

 

                         African Journal of Microbiology Research 
 
 

 
Table of Content: Volume 9 Number 25, 24 June, 2015 

 
 

                                                                                                                                   ARTICLES 
 
 

In vitro antagonistic activity of Pseudomonas spp. against Rhizoctonia soloni                                                                                                                      
Swati Rose Toppo and Preeti Tiwari 
 
Phosphate solubilizing rhizospheric bacterial communities of different crops of  
Korea District of Chhattisgarh, India 
Swati Rose Toppo and Preeti Tiwari 
 
Characterization of phosphate solubilizing rhizobacteria isolated from lentil  
growing areas of Ethiopia 
Mulissa J. Midekssa, Carolin R. Löscher, Ruth A. Schmitz and Fassil Assefa 
 
Diversity and distribution of endophytic bacterial community in the Noni  
(Morinda citrifolia L.) plant 
Yang Liu, Yinhu Li, Su Yao, Hui Wang, Yanhua Cao, Jie Li, Feirong Bai, Chuangzhao  
Qiu, Xin Feng, Wenkui Dai and Chi Cheng 
 
Effects of practices of maize farmers and traders in Ghana on contamination of  
maize by aflatoxins: Case study of Ejura-Sekyeredumase Municipality                                                                                                                                                                                  
Joseph Oppong Akowuah, Lena Dzifa Mensah, Chian Chan and Anthony Roskilly 
 



 
Vol. 9(25), pp. 1622-1628, 24 June, 2015  

DOI: 10.5897/AJMR2015.7520 

Article Number: 3DC710354050 

ISSN 1996-0808  

Copyright © 2015 

Author(s) retain the copyright of this article 
http://www.academicjournals.org/AJMR 

African Journal of Microbiology Research 

 
 
 
 
 

Full Length Research Paper 
 

In vitro antagonistic activity of Pseudomonas spp. 
against Rhizoctonia soloni 

 

Swati Rose Toppo1* and Preeti Tiwari2 

 
1
Department of Microbiology and Bioinformatics, Bilaspur University Bilaspur Chhattisgarh 495001, India. 

2
Government Rajiv Lochan College, Rajim District Gariyaband Chhattisgarh, 493885, India. 

 
Received 9 April, 2015; Accepted 8 June, 2015 

 

The present research work deals with the in-vitro study of antagonistic activity of Pseudomonas spp. 
against plantpathogenic fungi Rhizoctonia soloni. The bacterial strains were isolated from rhizospheric 
soil of Korea district of Chhattisgarh. A total of 28 bacterial cultures were isolated from 25 
representative soil samples collected from five blocks of Korea district of Chhattisgarh, out of which 
four were identified as Pseudomonas spp. (PKS10- Pseudomonas syringae, PKM11- Pseudomonas 
syringae, PKJ25- Pseudomonas alcaligenes and PKB27- Pseudomonas alcaligenes) from Plant 
Pathology Division, IARI Delhi. These four Pseudomonas spp. were examined for their ability to 
antagonize R. soloni in in vitro plate assay by dual culture inoculation along with the standard check 
(Pmtcc- Pseudomonas isolate from IMTECH Chandigarh). The antagonistic activity was interpreted by 
restricted growth zone of the fungal pathogen in dual culture. The diameter of hyphal growth of the 
fungi in dual culture with isolates PKS10, PKM11, PKJ25, PKB27, Pmtcc and control were 3.82, 3.68, 
2.73, 3.41, 3.25 and 7.3 cm respectively. All the four Pseudomonas isolates PKS10, PKM11, PKJ25, 
PKB27 and Pmtcc (standard check) inhibited the hyphal growth of Rhizoctonia spp. by 47.67, 49.58, 
62.60, 53.28 and 55.47% respectively. One among four Pseudomonas isolates, (PKJ25) P. alcaligenes 
was found to suppress the growth of fungal pathogen significantly in dual culture by 62.60% and was 
more effective than other isolates. This study suggests that P. alcaligenes isolates might be used as 
potential biological control agents against plant pathogenic fungi Rhizoctonia soloni.  
 
Key words: Antagonism, biological control, Pseudomonas alcaligenes, Rhizoctonia soloni. 

 
 
INTRODUCTION 
 
Rhizoctonia solani has been encountered as one of the 
potent soil-borne fungal pathogens, which develops in 
both cultured and non-cultured soils. R. solani are highly 
destructive phytopathogens (Curtis et al., 2010), known 
to cause symptoms of damping- off and root rot diseases 
to wide range of vegetable and crop plants including 

tomato (Abu-Taleb et al., 2011; Karima et al., 2012). 
Various methods have been reported for controlling of 
damping-off disease but biological control is an efficient 
and ecofriendly methods. Many microbial species are 
involved in the biocontrol of phytopathogens such as 
Trichoderma viride (Hafez et al., 2013), Pseudomonas 
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Table 1. Occurrence, identities, sources and abbreviation of Pseudomonas in Rhizospheric soil of Korea district of Chhattisgarh. 

 

S/N 
Bacterial  genus identified from 
Rhizospheric  soil 

District Block Field Crops 

1 Pseudomonas syringae (PKS10)   Korea Sonhat Block Kailashpur Oryza sativa 

2 Pseudomonas syringae (PKM11)  Korea ManendragarhBlock Barbaspur Abelmoschus eculentus 

3  Pseudomonas alcaligenes (PKB27)  Korea Baikunthpur Block Dumaria Lycopersicon esculentum 

4 Pseudomonas alcaligenes (PKJ25) Korea  Janakpur  Block Umarwaah Oryza sativa 

 
 
 
fluorescens and Bacillus subtilis (Sivasakthi et al., 
2014). Adhikari et al. (2013) reported the anta-
gonistic nature of rhizospheric bacteria against R. 
solani.  

Pseudomonas spp. is one of the most promising 
groups of rhizospheric bacterial inhabitants that 
are extensively investigated to be used as 
biocontrol of pathogens in agriculture (O’Sullivan 
and O’Gara, 1992; Ganeshan and Kumar, 2006; 
Maurya et al., 2014). They show antagonistic 
activity against diverse phytopathogens such as 
Pythium spp. (Leoper, 1988) and Rhizoctonia spp. 
(Howell and Stipanovic, 1979). Various species of 
Pseudomonas are thought to play an important 
role in plant growth promotion and disease 
suppression (Kloepper et al., 1980; Jayaswal et 
al., 1990). In particular P. fluorescence (Howell 
and Stipanovic, 1979; Weller and Cook, 1983) 
and P.cepacia (Hebbar et al., 1992; Jayaswal et 
al., 1990) have attracted a considerable attention 
on account of their potential for biological control. 
Shalini and Srivastava (2008) screened out 
antifungal activities of P. fluorescence against 
phytopathogenic fungi. Antifungal activity of 
fluorescent Pseudomonads against R. solani is 
correlated to the production of secondary 
metabolites (Mina et al., 2013; Sharma et al., 
2014; Mezeal, 2014). Pseudomonas aeruginosa 
rhizobacterial isolates PTR-3 exhibited antagonism 
of over 68.9% by restricting in vitro mycelial growth 
of R. solani up to 1.9 cm (Kamei et al., 2014). 

In the present investigation the in vitro 
biocontrol efficacy of Pseudomonas spp. isolated 
from Korea district of Chhattisgarh is reported 
against R. soloni; they are able to antagonize 
plant pathogenic fungi in in-vitro condition, hence 
can be used as potential biocontrol agent. 
 

 
MATERIALS AND METHODS 
 
Isolation and characterization of Pseudomonas 

 
In the present investigation soil samples were collected 
from randomly selected locations in the field region from 
Korea district of Chhattisgarh by composite sampling 
method (Walworth, 2004).  

Korea District is North-Eastern District of Chhattisgarh 
State of India. Geographically, state lies in Latitude 

between 23 02' 42" to 23 deg. 44' 46" North and 

Longitude between 81 46' 42" to 82 deg. 33' 43" East. 
Height from Sea Level is 700 Meters. The District is bound 
on the North by Shidhi District of Madhya Pradesh, on the 
South by Bilaspur Districts, on the East by its parent 
District Surguja and on the West by Shahdol District of 
Madhya Pradesh (Figure 1). Temparature (Average) is 

32C (Max) and 17C (Min); land area covers 5978 Sq. Km 

and forest area is 59.03%. The Climate is ideal with a 
beautiful monsoon, a mild summer and a bearable winter. 
Average Rainfall is 1410.9 mm, Soil type red-yellow and 
major crop-paddy (http://korea.gov.in/glance.htm (National 
Informatics centre Korea Chhattisgarh). Korea district is 
divided into 5 blocks- Baikunthpur, Manendragarh, 

Khadgawan, Sonhat and Janakpur. 
All total of 25 soil samples were collected from 5 blocks 

of agro based areas of Korea district of Chhattisgarh, five 

representative soil samples from each block (Baikunthpur, 
Manendragarh, Khadgawan, Sonhat, Janakpur), during 
May- June 2009, all these were drawn from post harvested 
fields (Venkateswarlu et al., 1984). Total of 28 bacterial 
cultures were isolated from 25 soil samples of 5 blocks of 
Korea district of Chhattisgarh. 

Isolation of rhizospheric bacteria was carried out by 

serial 10-fold dilutions technique (Pandey et al., 2006) on 
Nutrient agar and Pseudomonas agar base (all from Hi 
Media).  Four out of 28 bacterial cultures were identified as 
Pseudomonas spp. by Division of Mycology and Plant 
Pathology, Indian Agricultural Research Institute, Pusa 
campus, New Delhi, India - 12, for there confirmation 
through molecular marker (16s rRNA and 16s rDNA 

sequencing) (Kanimozhi and Panneerselvam, 2010). 
Isolated and identified bacterial cultures were charac-
terized by studying cultural characteristics of individual 
isolates on nutrient agar, nutrient broth and Pseudomonas 
agar base medium. Morphological characteristics of 
bacterial cultures were studied microscopically. The 
bacteria were also tested for their biochemical reaction, 

antibiotic sensitivity and tolerance of pH (from 3 to 11 at 
intervals of 2 pH units), temperature (from 4.0 to 40°C) and 
salt concentration (from 0.5-20% NaCl) by growing them 
on Nutrient Agar Medium and broth.  

 
 
Isolation of fungal pathogen 

 
Fungal pathogen R. soloni was isolated from stem of 
infected tomato plantlet with damping – off disease from 
local field. The fungal parthogen was characterized by 
microscopic examination (Ganesan and Gnanamanickam, 

1987) and its pure cultures were maintained on PDA for 
further use (Devi et al., 1989).  
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Figure 1. Political map of Korea district of Chhattisgarh, India. 

 
 
 
Assay for in vitro antagonism  

 
A loopful of bacterial culture was placed (5mm in diameter) at one 
edge on the periphery of PDA plate and mycelial discs (5mm in 
diameter) were cut from actively growing fungal culture and placed 
opposite to the bacterial inoculation on PDA plate (Picture 1) 
(Ganesan and Gnanamanickam, 1987; Podile et al., 1988; Babu et 
al., 2000).  
 
 
 

 
 
Picture 1. Pure culture plate of Pseudomonas spp. (plate 

1) and Rhizoctonia soloni (plate 2). Dual culture plate of 
antagonism by Pseudomonas against Rhizoctonia soloni 
on PDA (plate 3). (a) Rhizoctonia soloni (b) 
Pseudomonas isolate PKJ25. 

 
 
 

Zone of inhibition was recorded after 1 week of incubation, by 
measuring the restricted growth zone between the edges of fungal 

and bacterial colonies (Picture 2). Plate with pure Pseudomonas 
inoculum corresponding to pure fungal inoculum was taken as 

control. Inoculated Petri plates were incubated at 25±1C for 07 
days (Picture 3). The assays of dual culture interaction were 
conducted in triplicates in Completely Randomized Design and 

repeated twice. The per cent inhibition of mycelial growth of the 
pathogens was calculated using the following formula (Perveen and 
Bokhari, 2012):  
 

I = (C - T/C) × 100  
 

Where, I = Inhibition (%) or antagonistic effect, C = colony 
diameter of test fungus in control plate and T = colony diameter of 
the same test fungus in dual culture against Pseudomonas as 
antagonist. 

All four isolates of Pseudomonas (PKS10, PKM11, PKJ25 and 
PKB27) were tested in vitro for their antagonistic activity against 
test plant pathogens, Rhizoctonia spp. (causal agent of damping - 
off of tomato) along with standard check Pmtcc (Pseudomonas 

isolate from MTCC Chandigarh  used as standard) in comparison to 
control (pure cultures of fungal pathogen taken as control for in vitro 
assay). 
 

 

RESULTS AND DISCUSSION 
 

Two among four Pseudomonas isolates belong to spp. P. 
syringae (PKS10 and PKM11) and P. alcaligenes (PKJ25 
and PKB27). These four isolates of Pseudomonas were 
from rhizosphere of Oryza sativa (Kailashpur, Sonhat 
Block), Abelmoschus esculentus (Barbaspur, 
Manendragarh Block), Oryza sativa (Umarwah, Janakpur 
Block) and Lycopersicum esculentum (Dumaria, 
Baikunthpur Block) respectively. Table 1 explains the 
Pseudomonas isolates, identities, sources and 
abbreviation. 
 

 

Characterization of different Pseudomonas isolates 
 
Results of morphological, biochemical and physical
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Picture 2. Dual culture plate of antagonism by Pseudomonas spp. against Rhizoctonia soloni. (a) 

Rhizoctonia soloni (b) Pseudomonas isolate PKJ25: Plate 1(after 3 days of incubation), Plate 2 (after 5 
days) and Plate 3 (after 7 days of incubation). 

 
 
 

 
 
Picture 3. Pure culture plate of Rhizoctonia soloni 

on PDA. 
 
 
 
characterization of Pseudomonas spp. are given in Table 
2. Pseudomonas isolates PKS10 and PKM11 formed 
creamy colonies on Nutrient agar Medium and yellow 
colonies on Pseudomonas agar medium whereas 
isolates PKJ25 and PKB27 formed white colonies on 
NAM and PAB, PKS10 and PKM11 showed surface 
growth while PKJ25 and PKB27 showed turbidity in liquid 
medium. These isolates had the morphological features 
like singly arranged, flagellated, non-endospore forming, 
non –capsulated, motile, Gram negative rods. The 
isolates PKS10 and PKM11 showed growth from 25- 

–
11 (optimum pH for PKS10- 7 and PKM11-9) and salt 
concentration up to 5%. Isolates PKJ25 and PKB27 were 
a
concentration of NaCl upto 5% and a wide range of initial 
pH from 5 to 11 (optimum pH for PKJ25-5 and PKM11-5). 
Similar characteristics were described for bacteria 
belonging to genus Pseudomonas and species 

fluorescens (Sharma et al., 2007; Malviya and Singh, 
2012) and putida (Pandey et al., 2006; Malboobi et al., 
2009b) respectively. The result interpreted by Malboobi et 
al. (2009a) in their investigation on PSB tolerance to 
extreme climates supported our findings. They intensively 
examined the isolates for tolerance toward high 
temperature, high concentration of NaCl and wide range 
of pH and found that all PSB strains survived at high 
temperature and could tolerate concentration of 2.5% 
NaCl and alkaline pH. All four isolates were sensitive to 
gentamicin (<10 µg ml

-1
), polymyxin B (<300 µg ml

-1
), 

chloremphenicol (<5 µg ml
-1

) but isolate PKS10 was 
resistance to Ampicillin (<10 µg ml

-1
). All the isolates 

tested positive for amylase, catalase, cellulase and 
chitinase activity but isolate PKJ25 and PKB27 showed 
negative test for protease and urease activity while all 
isolates were negative for gelatinase. Production of 
chitinolytic enzyme is an important means for identi-
fication of fungal inhibitors (Malviya and Singh, 2012; 
Kamei et al., 2014). 

Result of in vitro antagonistic effect of different 
Pseudomonas isolates against plant pathogenic fungi 
under dual culture technique is depicted in Table 3. 
Among 4 of the Pseudomonas isolates, isolate PKJ25 
inhibited the mycelial growth and was inhibitory to the 
Rhizoctonia soloni as compared to the other three and 
Pmtcc. The diameter of hyphal growth of the fungi with 
isolates PKS10, PKM11, PKJ25, PKB27, Pmtcc and 
control were 3.82, 3.68, 2.73, 3.41, 3.25 and 7.3 cm 
respectively. All the four Pseudomonas isolates PKS10, 
PKM11, PKJ25, PKB27 and Pmtcc inhibited the hyphal 
growth of Rhizoctoniaby 47.67, 49.58, 62.60, 53.28 and 
55.47% respectively. 
 

 

in-vitro antagonism Pseudomonas  isolate against R. 
soloni 
 

Our result suggests Pseudomonas isolate PKJ25 (P. 
alcaligenes) was efficient and significantly suppressed 
the vegetative growth of the test fungi Rhizoctonia by 
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Table 2.  Characterization of different Pseudomonas isolates. 
 

Characteristics 
Bacterial Isolates 

PKS10 PKM11 PKJ25 PKB27 

Colony characteristics in NAM 

Colony colour Cream Cream White White 

Colony size (after 24 h of incubation) 6 mm 5 mm 5 cm 5.5 cm 

Form  R R I I 

Margins  Undulate Lobate Undulate Undulate 

Elevation  Flat Flat Flat Flat 

Optical feature Opaque Opaque Opaque Opaque 

     

Colony characteristics in PAB 

Colony colour Yellow Yellow White White 

Colony growth  (after 24 h of incubation) +++ + ++ + 

Form  I C I I 

Margins  Undulate Undulate Lobate Lobate 

Elevation  Flat Flat Flat Flat 

Optical feature Opaque Opaque Opaque Opaque 

Growth in liquid media Surface Surface Turbid Turbid 

     

Microscopic Examination 

Gram staining Negative Negative Negative Negative 

Shape  Rod Rod Rod Rod 

Arrangement Single Single Single Single 

Flagella Polar  flagella Polar flagella Polar flagella Polar  flagella 

Motility  + + +++ + 

Endospore  Negative Negative Negative Negative 

Capsule  Negative Negative Negative Negative 

     

Biochemical Reactions 

Catalase  Positive Positive Positive Positive 

Amylase Positive Positive Positive Positive 

Protease Positive Positive Negative Negative 

Gelatinase Negative Negative Negative Negative 

Urease  Positive Positive Negative Negative 

Cellulase Positive Positive Positive Positive 

Chitinase  Positive Positive Positive Positive 

Lactose fermentation (acid fermentation) Positive Positive Positive Positive 

     

Antibiotic sensitivity test 

Ampicillin Negative Negative Positive Positive 

Ciprofloxacin Positive Positive Positive Positive 

Polymyxin B Positive Positive Positive Positive 

Gentamycin Positive Positive Positive Positive 

     

Physical factors affecting bacterial growth 

Effect of molecular O2 (Aerobic/ Anaerobic) Aerobic Aerobic Aerobic Aerobic 

Effect of Osmotic pressure/salt tolerance 

 Concentration of  NaCl (0.5%-20%) 
5% 5% 5% 5% 

 pH tolerance   (3pH-11pH) 5pH-11pH 5pH-11pH 5pH-11pH 5pH-11pH 

Optimum pH 7pH 9pH 5pH 5pH 

Temperature tolerance (4 - 50C)     

Temperature tolerance (4 - 50C) 25- 37C 25- 37C 25-45C 25- 45C 

Optimum temperature 37C±2 37C±2 37C±2 37C±2 
 

R, Regular; I,Irregular; C,circular; +, slight; ++, medium; +++, abundant . 
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Table 3. In vitro antagonistic effect of different Pseudomonas isolates against 
plant pathogenic Fungi under dual culture technique. 
 

S. No. Pseudomonas isolates 

Fungi pathogen 

Rhizoctonia soloni 

Colony diameter (cm) Inhibition% 

1 PKS10 3.82 47.67 

2 PKM11 3.68 49.58 

3 PKJ25 2.73 62.60 

4 PKB27 3.41 53.28 

5 Pmtcc 3.25 55.47 

6 Control 7.30 00.00 
 

Result represents the mean of three replications per strain. Pure culture of 
fungal pathogen was taken as control. 

 
 
 
restricting the hyphal growth, in in vitro condition with 
62.60%  inhibition followed by Pmtcc and PKB27 with 
55.47 and 53.28% inhibition respectively. In similar study, 
Podile et al. (1988) reported inhibitory effect of P. 
aeruginosa and P. fluorecens on plant pathogenic fungi 
R. solani, Sclerotium rolfsii. Devi et al. (1989) suggested 
that antagonistic bacteria Pseudomonas fluorescent 
isolates (Pfr1-14) obtained from rice rhizosphere 

suppressed the rice ShB pathogen, R. solonii in vitro by 
inhibiting mycelial growth and sclerotial germination. 
Similar report of antagonistic effect of Fluorescent 
Pseudomonas was reported by Khan and Zaidi (2002) for 
R. soloni and Fusarium oxysporium. Akhtar and Siddiqui 
(2009) suggested the use of plant growth promoting 
rhizobacteria for the biocontrol of root-rot disease 
complex of chickpea and their studies showed that the 
three Pseudomonas spp. had inhibitory effect on 
Macrophomina phaseolina; P. alcaligenes was one of the 
biocontrol agent. Jayaraj et al., (2007) tested 08 
fluorescent Pseudomonads isolated from tomato 

rhizosphere and observed highest growth inhibition (15.5 
mm) of Pythium aphanidermatum and controlled damping 
off of tomato by 68.5%. 

The antagonistic nature of P. aeruginosa rhizobacterial 
isolates PTR-3 and PCF-3 against R. solani was also 
reported by Kamei et al. (2014). Their finding suggest 
that rhizobacterial isolates PTR-3 restricted mycelial 
growth of R. solani up to 1.9 (cm) and were found to 
exhibit antagonism of over 68.9%. Sharma et al. (2014) 
reported that Pseudomonas spp. isolates showed 
antifungal activity against Rhizoctonia spp. in the range of 
7.27-53.84% inhibition. Also, P. fluorescens isolate 
restricted the linear growth of R. solani by 81.3% as 
reported by Mezeal (2014). 

Thus, present study receives strong support from the 
above observations and the information generated through 
this study will help for future studies on the antagonistic 
affect of native microorganisms on soil in Chhattisgarh 
(India) and consequently for the maintenance of native 
microorganisms as microbial antagonists for enhancement  

of crop production. 
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Occurrence of Phosphate Solubilizing Bacteria (PSB) in the rhizospheric soil of different crops of Korea 
District of Chhattisgarh, India was studied. Phosphate solubilizing bacteria colonize the plant roots, 
affect plant growth positively and add nutrients to the soil. A good number of PSB were isolated, 
purified and identified from twenty-five different representative soil samples collected from five blocks 
of Korea District of Chhattisgarh, India. The bacterial species were Pseudomonas alcaligenes, 
Pseudomonas syringae and Bacillus subtilis. The total rhizospheric bacterial (TRBP) population 
indicated that bacterial population in the rhizospheric soil of Korea District of Chhattisgarh ranged from 
3.03 × 10

6
 to 4.92 × 10

6
 cfu. TRBP was affected greatly by different physico-chemical properties of soil 

(nitrogen, phosphorus, potassium, organic carbon %, pH and electrical conductivity = EC). All the 
parameters studied showed positive correlation with TRBP except EC that showed negative correlation. 
On the basis of correlation co-efficient values, positive significant values are grouped in three. Example 
– strong (r = >0.5), medium (r = < 0.4 but greater than 0.1) and weak (r < 0.1). The present study indicates 
100% distribution of phosphate solubilizing bacteria in soil of Korea district of Chhattisgarh, India, 
indicating only 14% occurrence of Pseudomonas spp. while 86% bacterial inhabitants belong to genus 
Bacillus. P (Phosphorus) had strong positive significant correlation with TRBP. N, K & OC% had 
medium correlation and pH had weak positive significant correlation with TRBP. 
 
Key words: Correlation, PSB, Pseudomonas spp., physicochemical property of soil, Rhizospheric bacteria, 
egression. 

 
 
INTRODUCTION  
 
Rhizospheric bacterial inhabitants have marked impact 
on soil ecosystem. Plant root exudates are good nutrient 
source available for microorganisms in soil that supports 
their rapid proliferation in the rhizosphere (Marilley and 
Aragno, 1999). The composition of microbial community 
is affected by the amount and composition of root 

exudates which in turn influences nutrient availability of 
soil. The variation in total rhizospheric bacterial popula-
tion in near vanity of roots may be due to organic carbon 
substrates supplied from the roots exudates, dead 
organic matter (Baudoin et al., 2001) and plant variety 
(Dunfield and  Germida, 2001). Bacterial count is higher
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in rhizosphere, considered as hot spot of bacterial 
diversity (Botelho et al., 2006; Kumar et al., 2011). 
Bacteria in rhizhosphere are beneficial to plants, have 
ability to colonize the roots and exert plant growth 
promotion, thus called as plant growth promoting 
rhizobacteria (PGPR). Strains with PGPR activity, 
belongs to genera Azoarcus, Azospirillum, Azotobacter, 
Arthrobacter, Bacillus, Clostridium, Enterobacter, 
Gluconacetobacter, Pseudomonas and Serratia. Also the 
root nodules of leguminous plants are the habitat of many 
species of bacteria like Bacillus megaterium, Bacillus 
aerophilus, Microbacterium laevaniformans and 
Staphylococcus xylosus (Singha and Sharma, 2013). 
Among these, species of Pseudomonas and Bacillus 
predominates in the rhizhosphere and are most 
extensively studied (Sutra et al., 2000; Widawati, 2011; 
Kumar et al., 2011; Keneni et al., 2012; Sharma et al., 
2014).  The bacterial community in rhizosphere act as 
both biofertilizers and microbial antagonists. The principal 
mechanisms of growth promotion include production of 
growth stimulating phytohormones, solubilization and 
mobilization of phosphate, production of siderophore and 
antibiotics, inhibition of plant ethylene synthesis, and 
induction of plant systemic resistance to pathogens 
(Kumar et al., 2011). The phosphate solubilizing bacteria 
is present in all the soil types and their population is 
higher in the rhizosphere as compared to the non-
rhizosphere. The solubilization of mineral phosphate is 
attributed by the production and release of organic acids 
and acid phosphatases that play a major role in the 
mineralization of organic phosphorous in soil with 
simultaneous decrease in pH (Park et al., 2009). The 
phosphate solubilizing ability of PGPR is greatly affected 
by various environmental parameters such as Tempera-
ture, ph, carbon and nitrogen sources (Mujahid et al., 
2015). Also diversity in the phosphate solubilizing 
bacterial community is impacted by physico-chemical 
parameters of different soil samples such as high 
concentrations of sodium, alkaline ph and high Electrical 
Conductivity (Mohan and Menon, 2015). In present study; 
data on comparative population of phosphate solubilizing 
rhizospheric bacteria in the agriculural soil of Korea 
District of Chhattisgarh, India has been depicted and 
correlation-regression between physico-chemical 
property and total rhizospheric microbial population of soil 
has been studied.  
 
 
MATERIALS AND METHODS 

 
Soil sampling  

 
The present study was conducted on agricultural land of Korea 
District of Chhattisgarh India, one of the four major districts of 
northern hilly zones of Chhattisgarh State with area of 5978 Km

2
. 

The climate is ideal with a beautiful monsoon, a mild summer and a 

bearable winter. Average temperature ranges from maximum 32°C 
to minimum17°C, 59.03% land area is covered with forest, average 
rainfall  is 1410.9 mm  (http://korea.gov.in/glaonce.htm)

 
, soil type is  

 
 
 
 
red-yellow and major crop is paddy (http://korea.gov.in/). District 
Korea is divided into 5 blocks: Baikunthpur, Manendragarh, 
Khadgawan, Sonhat and Janakpur. (http://korea.gov.in/). 

In the present investigation soil samples were collected from 
randomly selected 05 locations of 05 agricultural fields from each 
blocks of Korea District of Chhattisgarh, India (Walworth, 2004). A 

total of 25 composite soil samples were collected to a depth of 
about 6 to 8 inches from 05 blocks of agro based areas of Korea 
District of Chhattisgarh, five soil samples from each blocks 
(Baikunthpur, Manendragarh, Khadgawan, Sonhat, Janakpur), 
during the month of May - June, 2009, all these were drawn from 
post harvested fields (Venkateswarlu et al., 1984). Each sample 
weighing 200 g were obtained as representative samples of crop 

fields  and analyzed for its physical and chemical properties and the 
occurrence of phosphate solubilizing bacteria.  

Representative soil samples were air-dried at room temperature 
to reduce moisture content. Each sample was then analyzed for 
microbial content and tested for organic matter, potassium, 
phosphorous and  nitrogen contents, pH and EC, for which the 
desired sample amount, 100 g was taken to laboratory for 
microbiological analysis (isolation of rhizospheric PSB) and another 
100 g was used for physic-chemical analysis at Biotech Lab and 

Training Centre, Collectorate campus, Ambikapur (Surguja). Rest 
quantity of the soil samples, were stored in dry place for future use 
if needed. 
 
 
Isolation of phosphate solubilizing soil bacteria  

 
The isolation of Phosphate solubilizing rhizospheric bacteria was 
carried out by serial 10-fold dilutions technique (Pandey et al., 

2006) and pour-plate method on Pikovskaya (PVK) agar 
(Pikovskaya, 1948) and Modified Pikovskaya media (Gupta et al., 
1994; Dave and Patel, 1999) at Plant Pathology Laboratory, RMD 
College of Agriculture and Research Station, Ambikapur 
(Chhattisgarh), India. Phosphate solubilizing bacteria was screened 
by selecting the microorganisms which are capable of producing a 
clear zone on plate. 
 

 
Enumeration and purification of phosphate solubilizing 
bacterial isolates 

 
The population of individual phosphate solubilizing rhizospheric 
bacterial isolates was enumerated on basis of per gram of soil 
using following formula (Schmidt and Caldwell, 1967; Tripathi et al., 
2013).  
 
 
Number of bacteria per gram soil = No. of colony forming units 
× dilution / Dry weight of 1 g soil × aliquot taken 

 
Different colonies showing clear zone around the line of growth on 
each plates were aseptically transferred on the surface of Nutrient 
agar media and Pseudomonas Agar base media to obtain pure sub 
cultures of each primary culture. The prepared pure cultures were 
then preserved in refrigerator at low temperature (4°C) in the 
Department of Plant Pathology, RMDCARS IGKVV Ambikapur for 
longevity of bacterial isolates for their further use. 

Physiological markers tests like growth behavior in medium, color 
change on Modified Pikovskaya medium along with biochemical 
markers like gram staining reaction, starch hydrolysis test (Sharma 
et al., 2007) were carried out for the primary identification of the 
bacterium Pseudomonas. After primary identification, cultures were 
sent to Division of Mycology and Plant Pathology, Indian 

Agricultural Research Institute, Pusa campus, New Delhi, India - 12, 
for their molecular identification based on 16s rRNA and 16s rDNA 
gene sequencing (Kanimozhi and Panneerselvam, 2010; Singha
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Table 1. Physico-chemical Property and total rhizospheric microbial population of soil of Korea District (Chhattisgarh).  
 

S/No. Field  area Crops 

Soil parameters 

N P K OC % pH EC 
TRBP 

cfu (10
6
) 

Blocks 

           

1. Cheetajhor Oryza sativa 166.6 34.9 250.2 0.67 6.5 0.11 3.58 

Khadgawan 

block 

2. Banjaridand Oryza sativa 126.4 37.1 277.6 0.86 6.3 0.19 3.69 

3. Akhradand Oryza sativa 153.2 23.1 303.5 0.39 6.1 0.8 3.03 

4. Dubchhola Oryza sativa 255.6 14.9 211.2 0.28 6.4 0.9 3.08 

5. Bhukbhukii Oryza sativa 277.8 40.9 207.5 0.76 6.2 0.4 3.81 
           

6. Navgayi Oryza sativa 126.2 37.1 297.1 0.67 6.3 0.18 3.69 

Sonhat block 

 

7. Katgodi Abelmoschus esculentus 126.3 42 336.2 0.79 5.95 0.7 4.01 

8. Kachardand Oryza sativa 161.1 47 266.1 0.61 6.3 0.1 4.8 

9. Ghughra Oryza sativa 171.5 31 259.4 0.44 6.2 0.3 4.09 

10. Kailashpur Oryza sativa 144.5 41 216.5 0.69 6.7 0.7 4.05 
           

11. Barbaspur Abelmoschus esculentus 129.5 39.6 325.5 0.66 6.4 0.11 4.3 

Manendragar

h block 

12. Sarbhoka Triticum aestivum 162.2 48.9 232.4 0.45 6.8 0.21 3.65 

13. Pahad hanswahi Triticum aestivum 278.2 41 291 0.68 6.9 0.4 4.92 

14. Kachhod Oryza sativa 126.4 33.9 255.2 0.86 6.3 0.18 3.17 

15. Belbehra Oryza sativa 229.5 33.7 248.1 0.66 6.2 0.5 3.81 
           

16. Kharwat Triticum aestivum 163.2 43.5 336.2 0.36 5.95 0.3 3.99 

Baikunthpur 

block 

17. Tendua Triticum aestivum 129.1 32.9 243.1 0.64 6.01 0.7 3.03 

18. Bisunpur Oryza sativa 220.2 31 297.2 0.66 6.1 0.12 3.07 

19. Dumaria Lycopersicum esculentum 169.1 40.5 257.2 0.8 5.87 0.13 4.83 

20. Nagar Cajanus cajan 144.2 39.6 226.2 0.64 5.9 0.8 3.57 
           

21. Khetawli Oryza sativa 148.1 33.7 325.5 0.49 6.7 0.4 3.87 

Janakpur 

block 

22. Barel Oryza sativa 163.2 30 294.4 0.36 6.1 0.1 3.59 

23. Dhobataal Oryza sativa 146.5 24 211.2 0.49 6.5 0.7 3.06 

24. Chutki Lagenaria vulgaris 175.6 37.2 297 0.73 6.1 0.18 3.87 

25. Umarwaah Oryza sativa 254.6 53.1 330.2 0.89 5.86 0.3 4.2 
 

NPK (Kg/ha), EC (mmol/cm), OM-Organic matter, TRBP- Total rhizospheric bacterial population. 
 
 
 

and Sharma, 2013). 
 
 
RESULTS 
 
Soil analysis 
 
Soil testing refers to the chemical analysis of soil and is 
well recognized as a scientific means for quick 
characterization of the fertility status of soils and 
predicting the nutrient requirement of crops. It also 
includes testing of soils for other properties like texture, 
structure, pH, cation exchange capacity, water holding 
capacity, electrical conductivity, phosphorus (P), 
potassium (K), organic matter, sulfur (S), boron (B), zinc 
(Zn), and other micronutrients. Total 25 soil samples 
collected from Korea District were analyzed for N, P, K, 
EC, organic matter (Organic Carbon %), pH and total 
rhizospheric bacterial population (TRBP).  

Results depicted in Table 1, indicates that nitrogen 
content of soil samples ranges from 126.2- 278.2 Kg/ha, 
phosphorus content is 14-55 Kg/ ha and potassium 
analysis indicates that 11 soils samples of the District 

belongs to high category of potash (> 280 Kg/ha) while 
rest of the 14 samples have potash in the medium range 
(110-280 Kg/ha). Table 1 also indicates the result data on 
EC, OC% and pH of soil. EC of all the samples from the 
district were less than 1 milimole cm

-2
 organic carbon 

percentage (OC%) of 6 soil samples were low (<0.5), 
other 6 samples have high OC% (>0.75) and rest 
samples are in the range of medium OC% (0.5-0.75). pH 
values of the soil ranged from 5.86-6.9 indicating soils 
are acidic to neutral suitable for cultivation.

 

Studies on the total rhizospheric bacterial (TRBP) 
population indicates that bacterial population in the 
rhizospheric soil of Korea District of C.G. ranged from 
3.03 x 10

6
 to 4.92 x 10

6
 cfu. Highest rhizospheric 

bacterial population (4.92 x 10
6
 cfu) was recorded from 

rhizospheric soil of Triticum aestivum (Pahadhanswahi, 
Sonhat block), followed by 4.83 x 10

6 
cfu from 

rhizospheric soil of Lycopersicum esculentum (Dumaria, 
Baikunthpur block), 4.80 x 10

6 
cfu from rhizospheric soil 

of Oryza sativa (Kachardand, Sonhat block) 4.30 x 10
6 

cfu from rhizospheric soil of Abelmoschus esculentus 
(Barbaspur, Manendragarh Block) 4.20 x 10

6 
cfu from 

rhizospheric soil of Oryza sativa (Umarvah, Janakpur  
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Figure 1. Distribution of total rhizospheric bacterial population in five blocks of Korea District of Chhattisgarh, India.  

 
 
 
Block) 4.09 x 10

6 
cfu from rhizospheric soil of Oryza 

sativa (Ghughra, Sonhat Block) 4.05 x 10
6 

cfu from 
rhizospheric soil of Oryza sativa (Kailashpur, Sonhat 
Block) 4.01 x 10

6 
cfu from rhizospheric soil of 

Abelmoschus esculentus (Katgodi, Sonhat Block). 
Lowest rhizospheric bacteria population 3.03 x 10

6 
cfu 

was recorded from rhizospheric soil of Oryza sativa 
(Akhradand, Khadgawan Block). 

Figure 1 depicts the Distribution of Total Rhizospheric 
Bacterial population in five Blocks of District Korea. The 
occurrence of maximum TRBP is found in Sonhat 
followed by Manenedragarh and Janakpur, respectively. 
The lowest TRBP exists in Khadgawan followed by 
Baikunthpur, therefore according to the occurrence of 
TRBP the whole Korea District is grouped into two Zonal 
Blocks that is, First Zonal Block comprising of blocks 
Sonhat, Manendragarh, Janakpur and Baikunthpur with 
TRBP > cfu 3.5 × 10

6
 and Second Zonal Block 

comprising of Block Kadgawan withTRBP < cfu 3.5 × 10
6
. 

Data recorded in the present investigation indicates the 
highest Rhizospheric population (> cfu 3.5 × 10

6
) is 

present in First Zonal Blocks- Sonhat, Manendragarh, 
Janakpur and Baikunthpur where OC% is also high. The 
Total rhizospheric population is usually influenced by 
organic carbon substrates supplied from the roots 
exudates and dead organic matter in near vanity of roots 
(Baudoin et al., 2001). 

Correlation and regression studies between physico-
chemical property and total rhizospheric microbial 
population of soil of Korea District (Chhattisgarh) 
 
The present study of correlation and regression (Table 2) 
between physico-chemical property and total rhizospheric 
bacterial population of soil of Korea District 
(Chhattisgarh), indicates that the TRBP is affected greatly 
by different physico-chemical property of soil that is, N, P, 
K, OC%, pH and EC. All the parameters studied showed 
positive correlation with TRBP except EC that showed 
negative correlation. N, P, K, OC% and PH values have 
positive significant correlation with TRBP but EC have 
negative correlation with TRBP. On the basis of 
correlation co-efficient values, positive significant values 
are grouped in three. Example – strong (r = >0.5), 
medium (r = < 0.4 but greater than 0.1) and weak (r < 
0.1). Thus the present study reveals that P has strong 
positive significant correlation with TRBP. N, K & OC% 
have medium correlation and pH has weak positive 
significant correlation with TRBP. 
 
 
Isolation of Phosphate solubilizing bacteria from 
Rhizosphere of Korea District of Chhattisgarh 
 
Total of 28 phosphate solubilizing bacteria were isolated  
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Table 2. Correlation and Regression studies between physico-chemical property and total rhizospheric microbial 
population of soil of Korea District (Chhattisgarh) 
 

S/No. 
Independent 
Character 

Dependent   

Character 

Correlation 
(r) 

Calculated 

t- value 
Regression Equation 

1.  N TRBP 0.184942 0.903* Y= .002  X=+3.427 

2.  P TRBP 0.655487 4.163* Y=.044   X=+2.201 

3.  K TRBP 0.21609 1.395* Y=.004   X=+2.787 

4.  OC% TRBP 0.29935 1.505* Y=.970   X=+3.188 

5.  pH TRBP 0.091674 0.442* Y= .173  X=+2.706 

6.  EC TRBP -0.38674 -2.011** Y= -.807 X=+4.097 
 

Significant (p=>0.05) = *Non-Significant(p< 0.05) =** 
 

 
 

on Pikovskaya and Modified Pikovskaya medium from 25 
soil samples (Table 3), collected from five blocks of 
Korea District of Chhattisgarh. Four bacterial isolates 
were identified as Pseudomonas spp. out of 28 bacterial 
cultures from division of plant pathology, IARI, Delhi and 
rest were identified as Bacillus subtillis.  
 
 
DISCUSSION 
 
Soil sampling and analysis 
 
Soil is a medium that provides physical support to plants 
and supply plants with mineral nutrients that are essential 
for their growth and reproduction. Highly fertile soil 
contains >0.75% organic carbon, > 560 Kg/ha nitrogen, 
>55 Kg/ha phosphorus and > 280 Kg/ha potassium 
(Arora, 2002) and pH values between 6 and 7.5 and 
electrical conductivity values between 0 and 0.8 dS/m are 
optimal for crop growth (Arias et al., 2005). Sampling 
depth depends on the crop, cultural practices, tillage 
depth, and the nutrients to be analyzed. Because the 
greatest abundance of plant roots, greatest biological 
activity, and highest nutrient levels occur in the surface 
layers, the upper 12 inches of soil are used for most 
analyses. The analyses run on the surface sample 
include soil reaction (pH), phosphorus (P), potassium (K), 
organic matter, sulfur (S), boron (B), zinc (Zn), and other 
micronutrients. Sampling depth is especially critical for 
nonmobile nutrients such as P and K. The recommended 
sampling depth for nonmobile nutrients is 12 inches. The 
tillage zone, typically 6 to 8 inches deep, usually contains 
a relatively uniform, high concentration of nonmobile 
nutrients. Below the tillage zone the concentration is 
usually lower. Therefore, a sample from the tillage zone 
will usually have a higher content of nonmobile nutrients 
than a sample from the desired 0- to 12-inch sample 
depth. 

The soil fertility levels influences plant growth and 
microbial population that itself is affected by tillage and 
nutrient mobility. A total of 25 soil samples, each 
weighing 200 g were obtained as representative samples 
(Mahler and Tindal, 1994) from 5 blocks of Korea District 

of Chhattisgarh, from rhizosphere region of crop fields 
and analyzed for Physico-chemical property at Biotech 
Lab Training and Demostration Center, Collectorate, 
Ambikapur (Chhattisgarh). Our results on the different 
parameters indicate that soils of Korea District of 
Chhattisgarh has pH (5.86-6.9), EC (0.1- 0.9 mmol/cm) 
and contained organic carbon (0.28-0.89%), N (126.2-
278.2 Kg/ha), P (14.9-48.9 Kg/ha) and K (207.5-336.2 
Kg/ha). The above soil test results are as per fertility 
rating interpreted by Arora, (2002) and Arias et al. (2005) 
suitable for cultivation of crops except nitrogen and 
phosphorus that were slightly less than optimum range. 
 
 
Total rhizospheric bacterial population (TRBP) 
 
The rhizosphere is a hot spot of soil organisms: microbial 
activity is stimulated by nutrient content of soil. 
Rhizosphere microorganisms have marked effect on 
plant performance in agricultural and marginal soils by 
influencing growth and development of root and 
improving nutrient availability in the rhizosphere.  

Our results on the total rhizospheric bacterial (TRBP) 
population indicates that bacterial population in the 
rhizospheric soil of Korea District of C.G. ranged from 
minimum 3.03 × 10

6
 to maximum 4.92 × 10

6
 cfu. Highest 

rhizospheric bacterial population (4.92 × 10
6
) was 

recorded from rhizospheric soil of Triticum aestivum  
(Pahadhanswahi, Sonhat block), followed by 4.83 × 10

6 

from rhizospheric soil of L. esculentum (Dumaria, 
Baikunthpur block) and lowest rhizospheric bacterial 
population 3.03 × 10

6
 was recorded from rhizospheric soil 

of Oryza sativa (Akhradand, Khadgawan Block). Marilley 
and Aragno (1999) reported that plant root exudates are 
good nutrient source for microorganisms that allow some 
microbial species to proliferate rapidly in the rhizosphere 
especially those with high growth rates and relatively high 
nutrient requirements such as pseudomonads. The 
composition of microbial community is affected by the 
amount and composition of root exudates which in turn 
influences nutrient availability of soil. The variation in total 
rhizospheric bacterial population in near vanity of roots 
may be due to organic carbon substrates supplied from
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Table 3. Occurrence of Phosphate solubilizing bacteria in Rhizospheric soil of Korea District of Chhattisgarh.  
 

S/No. Blocks Field Crops 
Bacterial  genus identified 
from Rhizospheric  soil 

Presence (+) or 
absence (-) of PSB 

1.  Khadgawan 
Block 

Cheetajhor Oryza sativa Bacillus subtilis ( + ) 

Banjaridand Oryza sativa Bacillus subtilis ( + ) 

Akhradand Oryza sativa Bacillus subtilis  ( + ) 

Dubchhola Oryza sativa Bacillus subtilis ( + ) 

Bhukbhukii Oryza sativa Bacillus subtilis ( + ) 

2.  Sonhat Block Navgayi Oryza sativa Bacillus subtilis ( + ) 

Katgodi Abelmoschus eculentus Bacillus subtilis ( + ) 

Kachardand Oryza sativa Bacillus subtilis ( + ) 

Ghughra Oryza sativa Bacillus subtilis ( + ) 

Kailashpur Oryza sativa Pseudomonas syringae 
 

( + ) 

3.  Manendragarh 
Block 

Barbaspur Abelmoschus eculentus Pseudomonas syringae ( + ) 

Sarbhoka Triticum aestivum Bacillus subtilis 

 

( + ) 

Pahadhanswahi Triticum aestivum Bacillus subtilis 

 

( + ) 

Kachhod Oryza sativa Bacillus subtilis 

 

( + ) 

Belbehra Oryza sativa Bacillus subtilis 

 

( + ) 

4.  Baikunthpur 
Block 

Kharwat Triticum aestivum Bacillus subtilis 
 

( + ) 

Tendua Triticum aestivum Bacillus subtilis 

 

( + ) 

Bisunpur Oryza sativa Bacillus subtilis 
 

( + ) 

Dumaria Lycopersicon 
esculentum 

Bacillus subtilis , 
Pseudomonas alcaligenes 

( + ) 

Nagar Cajanus cajan Bacillus subtilis 
 

( + ) 

5.  Janakpur  Block Khetawli Oryza sativa Bacillus subtilis 
 

( + ) 

Barel Oryza sativa Bacillus subtilis 
 

( + ) 

Dhobataal Oryza sativa Bacillus subtilis 
 

( + ) 

Chutki Lagenaria vulgaris Bacillus subtilis 
 

( + ) 

Umarwaah Oryza sativa Pseudomonas alcaligenes ( + ) 
 
 

 

the roots exudates and dead organic matter (Baudoin et 
al., 2001). Rhizosphere soil of different plant species 
shows differential composition and abundance of 
microbial populations (Ponmurugan and Gopi, 2006).  
 
 
Correlation and Regression studies between 
physico-chemical property of soil and total 
rhizospheric microbial population of soil of Korea 
District (Chhattisgarh) 
 
Our   result   on   the   present   study   of correlation  and 

regression between physico-chemical properties and total 
rhizospheric bacterial population (TRBP) of soil of Korea 
District (Chhattisgarh), indicates that the TRBP is 
affected greatly by N, P, K, OC%, pH of soil and showed 
positive significant correlation except EC, which showed 
negative correlation. Ross and Tate (1993) reported that 
microbial biomass and activities are coordinated by many 
soil and environmental factors such as soil organic matter 
quality, physic-chemical characteristics of soil. Pereira et 
al. (2006) observed that low pH values and high metal 
contents negatively affected the size and activity of soil 
microbial biomass. Also the soil external parameters such 



 
 
 
 
as water content, temperature, pH, soil types (texture, 
organic matter, microaggregate stability, presence of key 
nutrients such as N, P, K, and Fe), composition of root 
exudates, presence of other microorganisms and plant 
species are major determinant of overall microbial 
diversity (Grayston et al., 1998; Dakora and Philipps, 
2002). Plants grown with deficient or sufficient nutrient 
supply generaly have different microbial communities in 
the rhizosphere (Marschner et al., 2004; Marschner et al., 
2005b; 2006; 2007). Rengel and Marschner (2005) told 
that nutrient deficiency can influence rhizosphere 
microorganisms. Microbial community composition is also 
influenced by soil properties as well as P addition 
(Marschner et al., 2006) and other management factors 
(Steenwerth et al., 2003; Marschner et al., 2005b; 
Steenwerth et al., 2008), with agricultural intensification 
resulting in decreased microbial diversity and lowering of 
ecosystem function (Steenwerth et al., 2005). 

 
 
Isolation of phosphate solubilizing bacteria from 
rhizosphere of Korea District of C. G. 

 
Occurrence of phosphate solubilizing bacteria in 

rhizospheric soil of Korea District of Chhattisgarh 
depicted in Table 3. Our result on isolation of phosphate 
solubilizing Pseudomonas spp. from soil of Korea District 
of Chhattisgarh indicates 100% success for best 
distribution of phosphate solubilizing bacteria but poor 
distribution of Pseudomonas spp. indicating only 14% 
occurrence while 86% bacterial inhabitants belong to 
genus Bacillus. The number and type of bacterial 
inhabitants of rhizospheric soil is determined by the 
nutrient content of soil. The report of Glandorf et al. 
(1993) supported our findings that the occurrence and 
composition of Pseudomonas population differed 
between crops. Rhizosphere soil of different plant 
species shows differential composition and abundance of 
microbial populations (Ponmurugan and Gopi, 2006). 
Species of bacterial genus Pseudomonas and Bacillus 
predominates in the rhizhosphere are most extensively 
studied (Kumar et al., 2011). 

In the present research work we were able to isolate 
phosphate solubilizing bacteria from agricultural soil of 
Korea District of Chhattisgarh, India.  Korea District of 
Chhattisgarh is known for coal mines and mining is the 
main occupation of local residents. Nutrient status of 
agricultural land is poor and agricultural people generally 
depend upon single season crop. The information 
generated through the present investigation will help for 
the future study of the nutrient quality of soil, effect of soil 
pollution by pollutants in mining area and consequently 
for the maintenance of indigenous microorganisms in the 
soil through the correction of above studied soil para-
meters; however further research is needed to explore 
other potentials of these isolates and environmental 
parameters of Korea District of Chhattisgarh. 
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Lentil (Lens culnaris Medik.) is an invaluable source of dietary protein for the majority of Ethiopian 
population. The low availability of phosphorus is one of the major soil related stresses that limit the 
production of this crop. This study was aimed at isolation and characterization of phosphate 
solubilizing bacteria from lentil growing areas of Ethiopia and evaluating their effects on growth of this 
crop under greenhouse conditions. In total, 41 phosphate solubilizing bacterial strains were isolated 
from lentil rhizosphere and characterized using biochemical tests and 16S rDNA sequence analysis. The 
results showed the presence of genera Acinetobacter, Agrobacterium, Bacillus, Burkholderia, 
Chryseomonas, Enterobacter, Pseudomonas, Ralstonia and Sphingomonas. Phosphate solubilzing 
efficiencies of these isolates were evaluated in liquid medium using different insoluble P-sources and 
the result indicated that they released considerable amount of phosphates from tricalcium phosphate, 
rock phosphate and bone meal. Besides, some of these isolates exhibited multiple plant growth 
promoting characteristics such as indole acetic acid production and growth inhibition of Fusarium 
oxysporum under in vitro conditions. The effects of inoculation of Enterobacter kobei (PSBL5), Bacillus 
subtilis (PSBL21), Enterobacter species (PSBL26), Bacillus species (PSBL31) and Pseudomonas 
fluorescence (PSBL37) on lentil growth, nodulation, N and P content of shoot were evaluated under a 
greenhouse conditions and the results showed that these features were significantly increased over 
uninoculated control plants. Based on the results of this study, we conclude that lentil rhizosphere soil 
from producing areas of Ethiopia harbor diverse phosphate solubilizing bacterial strains with excellent 
phosphate solubilization and plant growth promotion ability. Thus, most of the promising strains should 
be tested in the field conditions under different agroecology of the country. 
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INTRODUCTION 
 
Lentil (Lens culnaris Medik.) is an important pulse crop 
grown widely in Ethiopia over an area of 105,956 ha with 
an annual production of 123,777 tones (CSA, 2010). It is 
an invaluable source of dietary protein for the vast 

majority of the Ethiopian population. In addition, lentil 
restores and maintains soil fertility through its nitrogen-
fixing symbiosis. Thereby, it ensures the sustainability of 
the crop producing system. Thus, it has been grown in
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rotation with other major cereals in traditional low input 
system. However, the yields of lentil has been 1.17 tones 
ha

-1
 (CSA, 2010) that could be low compared to its 

potential (Hailemariam and Tsige, 2006; Jida and Assefa, 
2011) due to soil infertility stresses which prevail under 
Ethiopian soil and climatic conditions (Ahmed and 
Ayalew, 2006; Fikre and Bejiga, 2006).  

Phosphorus (P) is one of the essential macronutrients 
that limit plant growth in tropical soils (Vessey, 2003; 
Khan et al., 2007). Most soils in tropical and subtropical 
areas are predominantly acidic and have strong P 
sorption (fixation) ability (Khan et al., 2007). This leads to 
wide spread available P deficiency which is particularly 
the case for the large parts of Ethiopian soils (Beyene, 
1982; Mamo et al., 1988). These low levels of root 
available P are mainly due to high reactivity of soluble P 
with Fe and Al oxides in acidic soils (Gyaneshwar et al., 
2002). Hence, this has been one of the stresses that 
constrain the production of lentil and other pulse crops in 
the country.  

On the other hand, the application of chemical fertilizer 
is highly limited by its cost intensity. Hence, its use for 
pulse crops production such as lentil is very low in 
Ethiopia. Moreover, up to 75% of the P-fertilizers added 
to the soil could be converted into insoluble forms by 
reacting with free Ca

2+
 or Fe

3+
 and Al

3+
 ions in high and 

low pH soils, respectively (Goldstein, 1986). These cause 
the urgent need for economically feasible and 
ecologically acceptable P-fertilizer sources. Thus, using 
microbial biofertilizers for improving the availability of P in 
the vicinity of plant roots represents an alternative to the 
use of chemical fertilizers (Naik et al., 2008). It has been 
well documented that phosphate solubilizing bacteria 
(PSB) are able to convert insoluble phosphate to soluble 
primary and secondary orthophosphate ions (Pal, 1998; 
Peix et al., 2001a; Chen et al., 2006; Vyas and Gulati, 
2009). 

Rhizopshere bacteria that solubilize P and enhance 
plant growth are referred to as plant growth promoting 
rhizobacteria (Glick, 1995). Compared to the bulk soil, the 
proportion of PSB is high in the rhizosphere and such 
bacteria are metabolically more active (Vazquez et al., 
2000). Earlier studies indicated that different species of 
PSB were able to solubilize naturally occurring insoluble 
inorganic P sources such as, rock phosphate and old 
bone (Ivanova et al., 2006; Keneni et al., 2010). Besides 
increased P uptake, the production of phytohormones 
such as indoleacetic acid (IAA) by PSB could also play 
an important role in plant growth promotion (Naik et al., 
2008; Shahab et al. 2009). In addition, PSB could also 
enhance plant growth by suppressing different soil borne 
fungal pathogens of crops (Peix et al., 2001b). 

Even   though   the   majority   of   Ethiopian   soils   are 

characterized by low available P (Beyene, 1982; Mamo et 
al., 1988), most of the hitherto studies have focused on 
the rate of P-fertilizer application. Consequently, there is 
little information on native PSB isolates recovered from 
the rhizosphere of lentil grown in Ethiopian soils. 
However, an array of bacteria with phosphate solubilizing 
potential have been found associated and within the 
rhizosphere of agriculturally important crops (Chen et al., 
2006; Vyas and Gulati, 2009; Muleta et al., 2013). 
Moreover, several studies indicated the potential 
biotechnological application of such native bacteria in 
promotion of plant growth (Peix et al., 2001ab; Shahab et 
al., 2009). Therefore, the objectives of this study were 
isolation and characterization of PSB from lentil growing 
areas of Ethiopia and evaluation of their effects on the 
growth of lentil under greenhouse conditions.  
 
 
MATERIALS AND METHODS   

 
Study sites and soil samples collection. 
 
Soil samples were collected from lentil grown fields in Amhara, 
Oromia and Tirgay regional states of Ethiopia in October, 2009. 
These regions represent the major lentil producing areas of the 
country. The areas were distributed in Central and Northern parts of 
the country with an altitude range of about 1799-3101 m above sea 

level (masl) and soil pH values ranging from moderately acidic 
(5.58) to slightly alkaline (7.18) (Table 1). Thirty soil samples were 
excavated from the 15-20 cm depth and collected in sterile plastic 
bags. The samples were stored at 4°C in a refrigerator until the time 
of analysis. Further analysis of the soil samples was performed in 
the Laboratory of the Stream of Applied Microbiology, Addis Ababa 
University.  
 
 
Isolation of phosphate solubilizing rhizobacteria 

 
Each soil sample was thoroughly mixed, air-dried in a greenhouse 
and then filled into surface sterilized (96% ethanol) plastic pots (4 
kg capacity). Lentil seeds (Teshale cultivar) were selected and 
surface sterilized with 96% ethanol and 3% sodium hypochlorite 
solutions and rinsed five times with sterilized distilled water. Surface 
sterilized seeds were allowed to germinate on sterile water agar 
(1%) surface for three days at 25°C and five pre-germinated seeds 

were planted on each pot, which were thinned down to three 
seedlings 5 days after emergence (DAE). All pots were situated in a 
greenhouse over the table in randomized block design and watered 
to a field capacity every three days for 45 days after planting (DAP). 
Fourty-five DAP lentil seedlings with good growth and healthy 
appearance were selected from each pot and uprooted carefully 
with their rhizosphere soil.  Plant roots with adhered rhizosphere 
soil were carefully transferred into sterile Petri dishes and 10 g of it 
was transferred to flasks (250 ml) containing sterilized 90 ml saline 
solution (0.85% w/v NaCl). The flasks were incubated on a gyratory 
shaker at 120 revolutions per minute (rpm) at room temperature for 
30 min and then serially diluted. Aliquots of the appropriate dilution 
were spread plated on Pikovskaya medium (Pikovskaya, 1948). 
The plates were incubated for 5 days at 30°C. 
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Table 1. Summary of the isolation sites and abundance of PSB in lentil rhizosphere soils.  
 

Name of 
isolation site 

pH of 
isolation soil 

Number of PSB 
isolates obtained 

Designation of PSB 
isolates 

Adanaba (T) 7.03 1 PSBL29 

Ambo (O) 6.75 1 PSBL49 

Asgori (O) 6.20 2 PSBL05,12 

Asketema (A) 7.04 1 PSBL100 

Chatawa (A) 5.12 1 PSBL116 

Chole I (O) 5.58 1 PSBL54 

Chole II (O) 6.05 1 PSBL52 

Debra Selam (A)  6.00 1 PSBL57 

Dagam (O) 6.36 1 PSBL94 

Fala’a (T) 7.00 1 PSBL28 

Fiche (O) 6.83 1 PSBL33 

Fogera meda (A) 6.00 2 PSBL95,96 

Geshana (A) 5.80 1 PSBL21 

Ginchi (O) 6.60 1 PSBL120 

Goha Tsion (O) 6.3 1 PSBL39 

Gurura (O) 7.01 3 PSBL51,53,113 

Keyit (A) 6.38 2 PSBL90,92 

Korem (T) 6.93 1 PSBL28 

Makesagnit (A) 6.39 1 PSBL97 

Obbi (O) 6.61 1 PSBL31 

Sandafa (O) 6.00 1 PSBL58 

Sheno I (O) 5.58 2 PSBL26, 45 

Sheno II (O) 5.58 1 PSBL20 

Tefki (O) 6.55 6 PSBL02, 04,14,19,37,50 

Teji (O) 6.70 1 PSBL101 

Tikana (A) 7.18 1 PSBL93 

Wajel (A) 6.12 1 PSBL55 

Woliso (O) 5.58 1 PSBL13 

Wuchale (A) 6.58 1 PSBL99 

Yetinora (O) 6.21 1 PSBL112 
 

Numbers in the same column followed by the same superscript letter do not differ significantly (p>0.05) 
by DMRT; ND: not determined; A: Amahara regional state; O: Oromia regional state; T: Tigray regional 

state 
 
 

 

 
 

Colonies surrounded with a large halo zone and different 
morphologies were selected and transferred to Pikovskaya (PK) 
broth separately. The test tubes were incubated at 30°C for 48 h. 
The isolates were purified by re-streaking on PK agar plates and 
maintained on PK agar slants for short term storage at 4°C and in 
50% (v/v) glycerol for long term storage at -20°C. Isolates were 
designated as PSBL (Phosphate Solubilizing Bacteria from Lentil) 
01- PSBL120 (Table 1). 

 
 
Characterization and identification of the PSB Isolates 

 
Biochemical characterization and identification by the API kits 
system 
 
All isolates were characterized using the following tests: Gram 
reaction using Gregorson’s KOH (Gregorson, 1978), oxidase 
(Kovacs, 1956), Oxidative/Fermentative (O/F) (Huge and Leifson, 
1953). Based on the result of these tests isolates were assigned to 

different groups and identified to genus and/or species level using 
the API identification system assisted by API Plus computer 
software (bioMèrieux-SA, France) following manufacturer instruct-
tions. Gram positive rods were further identified to species level 
using API 50CH test kits. Gram negative rods and oxidase negative 
bacteria with fermentative reaction in the O/F test were identified 
using the API 20E test kits. Gram negative rods with oxidative 
reaction in O/F test were identified by using API 20NE test kits. 

Moreover, isolates were selected for 16S rDNA sequence analysis 
based on their phosphate solubilization activity, abundance and the 
result of API identification system. 
 
 
Identification by 16S rDNA sequencing 
 
Genomic DNA extraction, PCR amplification of 16S rDNA and 
sequencing: All isolates were streaked on LB agar media and 

incubated for 24 h at 30°C. A single colony of each isolate was 
suspended  in  30 µl  sterile  H2O.  The  DNA  from  Gram   negative  
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bacteria was extracted using thermal denaturation method (Mohran 
et al., 1998). All tubes that contain colony suspensions were 
incubated at 95°C for 10 min. The DNA from Gram positive isolates 
was extracted by heat thawing at 65°C for 3 minutes followed by 
freezing at -70°C for 3 min; the cycles were repeated three times. 
All the tubes were centrifuged at 13,000 g for 2 min and stored at 
4°C.  

Two microliters of extracted DNA was used as a template for 
PCR amplification using a thermal cycler. In addition to the DNA, 
the PCR reaction consisted of 0.4 µl 10 mM dNTP, 2.5 µl 10x 
PCR(Taq) buffer, 2.5 µl 25 mM  MgCl2, 0.2 µl (5 units/µl) of Taq 
polymerase, 1 µl (10 mM) of forward primer 27f (5'-
AGAGTTTGATCCTGGCTCAG-3') and 1 µl (10 mM) of reverse 

primer1492r (5'-GGTTACCTTGTTACGACTT-3'). The PCR program 
included a denaturation step of 5 min at 95°C, followed by 30 cycles 
of 95°C for 30 s, 50

o
C for 45 s, 72

o
C for 1.30 min, and an extension 

step of 10 min at 72°C. Amplified PCR products (1500 bp) were 
resolved on 1.0% agarose gel and stained with ethidium bromide (1 
μg/ml). All amplified PCR products were sequenced with forward 
primer 27f by using Sanger sequencer (ABI-3730XL) at the Institute 
of Clinical and Molecular Biology, University of Kiel. The DNA 
sequences 850 bp were edited using Bioedit 

(www.mbio.ncsu.edu/BioEdit/) and analyzed by BLAST search 
(www.ncbi.nlm.nih.gov). 
 
Phylogenetic analyses: A phylogenetic tree was constructed by 

using the neighbor joining method from distance matrices (Saitou 
and Nei, 1987). Bootstrap values (percentage of 500 replicates) are 
shown next to the branches (Felsenstein, 1985). The evolutionary 
distances were computed using the Maximum Composite 
Likelihood method (Tamura et al., 2004) and are in the units of the 

number of base substitutions per site. All positions containing gaps 
and missing data were eliminated from the dataset. Phylogenetic 
analyses were conducted in MEGA4 (Tamura et al., 2007). 
 

 
Growth media and bacterial inoculum preparation 

 
Bacterial isolates were grown in PK broth on a gyratory shaker at 

room temperature and 120 rpm for 72 h. The suspension was 
centrifuged in sterile plastic tubes (10 ml) at 5000 g for 10 min. The 
pellets were re-suspended in normal saline solution to give a final 
concentration of 10

8
 cells ml

-1
 using the viable plate count method 

and optical density measurement at 600 nm. All bacterial inoculums 
were prepared like this unless otherwise stated. The pH of all 
growth media was adjusted to 7.0 if not stated.  
 
 
Determination of phosphate solubilization efficiency of the 
PSB isolates 

 
Phosphate solubilization efficiency of the PSB isolates was 
evaluated both qualitatively and quantitatively. PK agar plates were 
spot inoculated with 20 µl of culture suspension of each isolate. 
After incubation at 30°C for 5 days formation of a clear zone around 
the spot was checked and their solubilization index (SI) was 
calculated as described in Muleta et al. (2013).  

Based on their phosphate solubilizing activities and abundance of 
a particular group, isolates were selected and used for quantitative 
estimations of solubilization efficiency in PK broth. Hundred ml of 
PK liquid medium without phosphorus sources was dispensed in a 
flask (250 ml) and supplemented with the following insoluble 
phosphate sources which contained equivalent amounts of P: 
Ca3(PO4)2 (TCP) (500 mg); Egyptian rock phosphate (RP) (600 mg) 
and bone meal (BM) (400 mg) were added separately as a 

phosphorus source. All flasks were autoclaved and inoculated with 
100 µl culture suspension of each isolate separately. The flasks 
were  incubated  at  room  temperature  on a gyratory shaker at 120  

 
 
 
 
rpm for 12 days. Five ml of samples were withdrawn from each 
treatment on day 4, 8, and 12 and analyzed for phosphorus 
solubilized and pH changes. The sample was centrifuged at 15,000 
g for 15 min and the clear supernatant was analyzed for P content 
following the phospho-molybdate method (Murphy and Riley, 1962).  
 
 
Screening for in vitro antagonistic activity against Fusarium 
oxysporum 
 
The in vitro Fusarium oxysporumf.sp. lentis (FOL) growth inhibition 
of the isolates was tested using the dual culture technique (Landa 
et al., 1997). Twenty microliters of culture suspension of each 

isolate was equidistantly spotted on the margins of nutrient agar 
(NA) plates amended with glucose (1.0%) and incubated at 30°C 
for 24 h. A 4-5 mm diameter agar disc from potato dextrose agar 
(PDA) cultures of the fungal pathogens was placed at the centre of 
the NA plate inoculated with the bacterial isolate and incubated at 
30°C for 5-7 days. The radii of the fungal colonies towards and 
away from the bacterial colonies were measured and the 
percentage of mycelia growth inhibition was calculated according to 
Idris et al. (2008).  

 
 
Assay for Indole-3-acetic acid (IAA) production  

 
Indole-3-acetic acid production was detected by modified method 
as described by Brick et al. (1991). Quantitative analysis of IAA was 
performed using the method of Loper and Scroth (1986). Cultures 
of the isolates were grown at 30°C in LB broth medium 

supplemented with 5 mM L-tryptophan for 48 h. The cultures were 
centrifuged (10,000 g for 15 min) and 2 ml supernatant was  
transferred  to  test  tubes  to which 100 µl of O-phosphoric acid 
and 4 ml of Salkowaski reagent (1 ml of  0.5M  FeCl3  in 50 ml 35%  
HClO4)  were  added.  The mixtures were incubated at room 
temperature for 25 min. Quantification of the IAA was carried out 
using spectrometric analysis at 530 nm.  

 
 
Effects of inoculation of PSB isolates on the growth of lentil 
under greenhouse conditions 

 
Bacterial isolates that showed high phosphate solubilization 
efficiency in PK broth were selected for their in vivo growth 
promotion evaluation under greenhouse conditions. Lentil seeds 
were surface sterilized, germinated and transplanted as described 
before. Prior to seedling transplantation, germinated seedlings were 

flooded with PSB culture grown in PK broth adjusted to 10
8 

cells 
seed

-1
 for one hour on separate sterilized Petri plates. Five 

inoculated seedlings were transferred to each pot containing 3 kg 
vertisol collected from Dima Guranda, around Sebeta. This soil has 
the following physicochemical characteristics: pH; 6.0, total N; 
0.025%, organic carbon; 0.975, total P; 1667 ppm, available P; 2.99 
ppm, available K; 25.33 ppm, Cation Exchange Capacity; 50 
Cmol/Kg and loamy texture.  

The seedlings were thinned down to three 5 DAE. The pots were 
irrigated with distilled sterilized water every three days. 
Uninoculated P-fertilized (20 mg Kg

-1 
as KH2PO4) pots were 

included as positive controls (PC) and uninoculated non P-fertilized 
pots as negative controls (NC). At sixty DAP all seedlings were 
carefully uprooted and washed under gently flowing tap water. The 
numbers of nodules found on the roots were recorded, and shoot 
dry weight was measured after drying at 70°C for 48 h. Total N of 
the shoot was determined using Kjeldahl methodas described in 

Sertsu and Bekele (2000). The P concentration of the shoot was 
determined by phospho-molybdate method (Murphy and Riley, 
1962) after ashing 0.5 g of oven dried and ground shoot dry matter. 



 
 
 
 
Data analysis 
 
Statistical analysis of the data was carried out using analysis of 
variance (ANOVA) and the treatment means were compared 
relative to control following Duncan’s multiple range test (DMRT) 
(Duncan, 1955). The relation between different parameters was 
evaluated by using the Pearson correlation coefficient using SPSS 
v.15 (SPSS Inc.2000).  
 
 
RESULTS AND DISCUSSION 
 
Isolation and Identification of PSB Isolates  
 
Thirty soil samples were collected from different lentil 
producing areas found in central and northern parts of the 
country which represent major producing areas (Table 1). 
A total of 41 PSB isolates with higher phosphate 
solubilization activities (SI ≥1.34) were selected from the 
soil samples for further analysis (Table 1). The biochemical 
analysis revealed the presence of a wide array of Gram 
negative and Gram positive PSB in the rhizosphere of 
lentil. Gram negative rhizobacteria dominated the system 
accounting for 90% of isolates. Previous observation 
showed that the rhizosphere of many agriculturally 
important plants favor more Gram negative rhizobacteria 
than the Gram positives (Muleta et al., 2009). The results 
revealed the presence of 7 major genera: Pseudomonas 
(47.5%), Burkholderia (12.5%), Bacillus (10%), 
Enterobacter (10%), Chrysomonas (5%), Sphingomonas 
(2.5%) and Agrobacterium (2.5%). Members of the genus 
Pseudomonas were dominated by Pseudomonas 
fluorescens while all isolates of the genus Burkholderia 
were identified as B. cepacia. However, 12.5% them 
were left unidentified or showed low identification (<90%). 
This might be due to the limitations of using biochemical 
characteristics to identify the environmental isolates. 

The partial 16S rDNA sequence analysis was also 
employed to identify the isolates to the genus and 
species level. The result showed the presence of genera 
such as, Pseudomonas, Bacillus, Enterobacter, 
Acinetobacter, Ralstonia, Burkholderia and 
Agrobacterium. Gram negative strains exhibited more 
diverse species compared to the Gram positive isolates. 
There were some disagreements between API kit 
identification and 16S rDNA gene sequence analysis 
which could be due to several reasons such as inoculum 
size and culture conditions. Moreover, genera Ralstonia 
and Acientobacter were identified only by sequences 
analysis indicating that this method is more powerful in 
identifying the environmental isolates. 

Of the Gram negative strains three of them showed the 
highest similarity to different species of genus 
Enterobacter. The sequence analysis revealed that 
PSBL04 and PSBL92 were highly similar (100% 
sequence similarity) to Enterobacter ludwigii (FG859683), 
phosphate solubilizing bacteria isolated from tea 
rhizosphere and Enterobacter cloacae (GQ421477), 
antagonists  of  Aspergillus  flavus from fermented beans, 
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respectively while PSBL05 showed 99% identity similarity 
with Enterobacter kobei (NR 028993) (Table 2).  

Two strains showed the closest match with species of 
Pseudomonas. PSBL57 showed 100% sequence similarity 
to Pseudomonas costantinii (EF111123) bacteria isolated 
from river while PSBL58 showed 99% sequence similarity 
with Pseudomonas corrugate (HQ242748) phosphate 
solubilizing bacteria from P-rich soil. According to API 
test kits identification of members of the Pseudomonas 
were dominated by P. fluorescens which was also 
confirmed by 16S rDNA sequences analysis since 
PSBL57 and PSBL58 showed good similarity with 
fluorescent pseudomonad species (P. fluorescens (100%) 
and P. putida (99%)).  

Strain PSBL45 showed 100% sequence similarity with 
Burkholderia cepacia (JN208904) N-fixing symbionts of 
common bean and P. fluorescens, (HE610859) a drought 
resistance-promoting bacterium. Strain PSBL19 showed 
the highest (99%) sequence similarity to Agrobacterium 
tumefaciens (AB 681363) isolated from soil. PSBL39 
showed the highest (99%) similarity to Acinetobacter 
calcoaceticus (JQ579640) phosphate solubilizing bacteria 
in paddy fields and endophytic bacteria in peanut, 
respectively.  

Three members of Gram positive strains showed 
closest similarity to different species of genus Bacillus. 
PSBL12 showed 99% similarity with Bacillus tequilensis 
(JF 411313), bacteria isolated from disused river while 
PSBL21 and PSBL49 showed 99 and 100% sequence 
similarity, respectively with Bacillus subtilis (JN230358) 
bacterial endophytes from Nicotiana attenuta. The partial 
sequences of 16S rDNA genes of the isolates were 
multiple aligned with the nearest neighbors and other 
relevant bacterial sequences, and their identity and 
evolutionary relation was assessed by constructing 
phylogenetic tree (Figure 1). The phylogenetic tree showed 
the clustering of PSBL isolates with their respective 
genus with good bootstrap support values. 
 
 

Phosphate solubilizing efficiency of the isolates on 
agar plates 
 
The SI of each PSB isolate is presented in Table 2. 
Phosphate solubilizing activities of these isolates were 
assessed qualitatively on PK agar medium using SI as 
measure of their efficiency. The result showed a 
statistically significant variation among the isolates. The 
SI of the isolates ranged from 1.34 to 2.25 which were 
noted for isolate Pseudomonas sp. (PSBL101) and A. 
tumefaciens (PSBL19), respectively. This result indicates 
that A. tumefaciens (PSBL19) was the most efficient in 
phosphate solubilization on PK plates. Though it is not 
statistically significant, the result showed that there was 
positive correlation (r=0.5) between SI and the amount of 
soluble P released by the isolates in PK broth. 
Consequently, we should not rely only on SI to select 
efficient PSB isolates. 
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Table 2. Solubilization index (SI), identification and PGP characteristics of PSB isolated from lentil rhizosphere.  
  

Isolate 
Gram 

reaction 

Solubilization 

Index (SI)±SD 

O/F 

test 
Oxidase API identification 16S rDNA sequences identification 

PSBL02 - 1.77±0.06
e-h

 F + Aeromonas hydrophila ND 

PSBL04 - 1.82±0.08
e-h

 F - Pseudomonas fluorescens Enterobacter ludwigii (JX979114)  

PSBL05 - 1.95±0.22
c-e

 F - UI  Enterobacter kobei (JX979115) 

PSBL12  1.95±0.21
c-e

 O + Bacillus sp. Bacillus tequilensis (JX979116) 

PSBL13 + 1.86±0.10
d-h

 O + Bacillus sp. ND 

PSBL14 - 1.79±0.07
e-h

 F + Aeromonas hydrophila ND 

PSBL19 - 2.25±0.13
a
 O + UI Agrobacterium tumefaciens (JX979117) 

PSBL20 - 1.87±0.13d
e-h

 O + Chryseomonas sp ND 

PSBL21 + 1.88±0.05d
e-g

 O + Bacillus sp. Bacillus subtilis (JX979118) 

PSBL26 - 1. 90±0.09
de

 F + Aeromonas hydrophila ND 

PSBL28 - 1.85±0.09de
f-h

 F + Aeromonas hydrophila ND 

PSBL29 - 1.81±0.06
e-h

 O + Burkholderia cepacia ND 

PSBL30 - 1.80±0.07
e-h

 F  Chryseomonas luteola ND 

PSBL31 + 1.88±0.08
d-g

 O + Bacillus sp. ND 

PSBL33 - 1.84±0.03d
e-h

 F + Pseudomonas fluorescens ND 

PSBL37 - 1.90±0.08
de

 O + Pseudomonas fluorescens ND 

PSBL39 - 1.87±0.10
d-h

 O + UI Acinetobacter calcoaceticus (JX979119) 

PSBL45 - 1.82±0.08
e-h

 O + Pseudomonas fluorescens Pseudomonas koreensis (JX979120) 

PSBL49 + 2.21±0.10
a
 O + Bacillus sp. Bacillus subtilis (JX979121) 

PSBL50 + 1.64±0.13
g-i

 O + Pseudomonas putida ND 

PSBL51 - 1.87±0.17
d-h

 O + Sphingomonas paucimobils ND 

PSBL52 - 1.86±0.20
d-h

 O + Pseudomonas sp. ND 

PSBL53 - 1.60±0.15
i
 O + Pseudomonas fluorescens ND 

PSBL54 - 1.65±0.14
f-i
 O + Pseudomonas sp. ND 

PSBL55 - 1.45±0.18
ij
 O + Pseudomonas fluorescens ND 

PSBL57 - 2.16±0.9
a-c

 O  Pseudomonas fluorescens Pseudomonas costantinii (JX979126 ) 

PSBL58 - 2.13±0.12
a-c

 O + Pseudomonas fluorescens Pseudomonas corrugate (JX979127) 

PSBL90 - 2.17±0.15
a-c

 O + Burkholderia cepacia ND 

PSBL92 - 2.17±0.14
a-c

 F - UI Enterobacter cloacae (JX979128) 

PSBL93 - 2.07±0.08
a-d

 O + UI Ralstonia picketti (JX979122) 

PSBL94 - 2.16±0.06
a-c

 O + Pseudomonas sp. ND 

PSBL95 - 2.14±0.15
a-c

 O + Pseudomonas sp. ND 

PSBL96 - 2.14±0.15
a-c

 O + Burkholderia cepacia ND 

PSBL97 - 1.86±0.11
d-h

 O + Pseudomonas sp. ND 

PSBL99 - 1.88±0.10
d-g

 O + Burkholderia cepacia ND 

PSBL100 - 2.18±0.12
ab

 O + Pseudomonas fluorescens ND 

PSBL101 - 1.34±0.12
j
 O + Pseudomonas sp. ND 

PSBL112 - 1.84±0.08
d-h

 O + Burkholderia cepacia ND 

PSBL113 - 1.98±0.13
b-e

 O + Pseudomonas sp. ND 

PSBL116 - 2.13±0.17
a-c

 O + Agrobacterium radiobacter ND 

PSBL120 - 1.84±0.08
d-h

 O + Pseudomonas sp. ND 
 

Numbers in the same column followed by the same superscript letter do not differ significantly (p> 0.05) by DMRT;  +:  the character present/gram 
positive; -: the character absent/gram negative; SD: standard deviation; FOL: Fusarium oxysporum f.sp. lentis; UI: unidentified; ND: not 

determined, O:Oxidative; F:Fermentative; parenthesis: accession number of the sequence in NCBI gene bank 

 
 
 
 Different insoluble P sources solubilization 
efficiency of the PSB isolates 
 
The solubilization efficiencies of selected isolates were 
estimated in PK broth using TCP, RP and BM as 
insoluble P sources. Nine isolates were selected for this 
experiment based on their SI and abundance. Most 
tested isolates showed excellent TCP solubilization ability 

as they released considerable amounts of soluble 
phosphates in the medium until the last sampling day 
(Table 3). The amount of soluble P released was found to 
vary significantly among isolates and sampling days. 
After 12 days of incubation the highest amount of 
Preleased from TCP was 674 µg ml

-1
. This indicates that 

Enterobacter kobei (PSBL5) is the most efficient in TCP 
solubilization   in  culture   medium.   On   the  other hand 
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 Pseudomonas corrugata|HQ242748.1|

 Pseudomonas putida|HQ317180.1|

 Pseudomonas thivervalensis|GQ169380.1|

 PSBL58

 PSBL57

 Pseudomonas lurida|AY605697.1

 Pseudomonas fluorescens |AB680974.1|

 PSBL45

 Burkholderia cepacia|JN208904.1|

 PSBL39

 Acinetobacter sp. Y8|EF177673.1|

 Acinetobacter lwoffii|EF204280.1|

 PSBL04

 Enterobacter cloacae|GQ421477.1|

 Enterobacter kobei|NR 028993.1|

 PSBL05

 PSBL92

 Pantoea agglomerans|AY900169.1|

 Enterobacter ludwigii|JF431271.1|

 Ralstonia pickettii|HQ696445.1|

 PSBL93

 Rhizobium sp.|JN560161.1|

 PSBL19

 Agrobacterium tumefaciens|AB681363.1|

 PSBL21

 PSBL12

 Bacillus tequilensis|JF411313.1|

 PSBL49

 Bacillus subtilis|HQ694348.1|

 Cytophaga hutchinsonii|AB681026.1|

68

100

100

100

87

100

100

99
100

99

51

100

54

93
100

73

6841

36

0.05  
 

Figure 1. Neighbour-Joining phylogenetic dendrogram of 16S rRNA gene sequence showing the positions of different PSBL 
strains. Bootstrap values are shown at branching point. Cytophaga sequence is used as out group. 

 
 
 
Pseudomonas fluorescens (PSBL33) was found to be 
poor in solubilization of TCP as it released only 52 µg ml

-1 

of P after 12 days of incubation. Generally, the amount of 
released P was found to increase progressively until the 
last sampling day for most isolates. However, it was also 
found to show a slight decline for Enterobacter species 
(PSBL28) and P. fluorescens (PSBL33) after the 8

th
 day 

of incubation while it was stabilized for Pseudomonas 
koreensis (PSBL45). 

During the process of TCP solubilization all isolates 
showed a sharp drop in pH of the culture medium from 
7.0 to 5.4-5.8 (Table 3). The lowest pH was recorded for 
isolate P. koreensis (PSBL45) that is, 5.4 while the 
highest was recorded for isolate Enterobacter species 
(PSBL26) which was 5.8 on 4

th
 day of incubation.  After a 

sharp decline on day 4, a further decrease in pH was 
noted only for isolate Bacillus sp. (PSBL31) while all the 
others showed a slight increment. The correlation 
analysis showed that there is a statistically significant 
(p≤0.05) inverse relation between the amount of P 
released and pH of the broth (r= -0.82) indicating that 
acid production might be the main mechanism of TCP 
solubilization. 

Similarly, the rock phosphate solubilization capacity of 
the isolates was investigated in PK broth and the isolates 
showed good solubilization ability of rock phosphate. The 
amount of soluble phosphorus released and the 
corresponding change in pH of the medium were varied 
among isolates and sampling dates (Table 3). The 
highest amount of soluble P was 78 µg ml

-1 
 which was
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Table 3. Different insoluble phosphate sources solubilization efficiencies PSB isolates obtained from lentil rhizosphere.  

 

Isolates 

Tricalcium phosphate Rock phosphate Bone phosphate 

4
th

 day 8
th

 day 12
th

 day 4
th 

day 8
th

 day 12
th

day  4
th

 day 8
th

 day 12
th

day  

pH 
P 

(µg ml
-1

) 
pH 

P 

(µg ml
-1

) 
pH 

P 

(µg ml
-1

) 
pH 

P 

(µg ml
-1

) 
pH 

P 

(µg ml
-1

) 
pH 

P 

(µg ml
-1

) 
pH 

P 

(µg ml
-1

) 
pH 

P 

(µg ml
-1

) 
pH 

P 

(µg ml
-1

) 

PSBL04 5.6 378
c
 5.6 483

cd
 5.7 575

c
 3.4 9

f
 3.7 10

g
 3.7 57

b
 4.6 16

g
 4.3 20

f
 4.4 20

e
 

PSBL05 5.6 378
c
 5.6 609

a
 5.5 674

a
 4.4 46

d
 5.4 75

a
 5.7 78

a
 6.0 239

b
 6.1 245

b
 6.1 286

a
 

PSBL21 5.5 375
c
 5.5 415

e
 5.5 505

d
 3.6 49

c
 3.9 52

d
 4.7 47

e
 6.2 187

d
 6.4 184

c
 6.4 194

b
 

PSBL26 5.8 62
d
 5.8 64

f
 6.0 616

b
 3.8 7

f
 4.0 44

e
 4.0 47

e
 4.5 30

f
 4.3 64

e
 4.3 63

d
 

PSBL28 5.4 410
ab

 5.4 529
b
 5.4 492

ef
 3.5 63

a
 3.7 63

b
 3.7 63

b
 6.4 273

a
 6.0 276

a
 5.9 280

a
 

PSBL31 5.4 408
ab

 5.3 474
d
 5.2 670

a
 5.2 44

d
 5.6 61

c
 5.0 65

b
 5.3 201

c
 5.2 248

b
 5.3 297

a
 

PSBL33 5.4 52
d
 5.5 49

f
 5.8 52

g
 3.7 60

b
 3.8 60

c
 3.9 62

c
 6.4 204

c
 6.3 180

c
 6.4 187

b
 

PSBL37 5.5 380
c
 5.5 401

e
 5.5 478

f
 5.5 41

e
 5.6 39

f
 5.6 38

f
 6.2 191

d
 6.1 180

c
 6.1 187

b
 

PSBL45 5.4 398
b
 5.5 491

c
 5.6 495d

e
 4.3 62

a
 4.9 61

c
 4.7 63

bc
 5.9 126

e
 5.9 143

d
 5.9 150

c
 

 

Numbers in the same column followed by the same superscript letter do not differ significantly (p>0.05) by DMRT test. 

 
 
 
released by E. kobei (PSBL5) while the least was 
38 µg ml

-1 
which was recorded for Pseudomonas 

fluorescens (PSBL37) on the 12
th
 days of 

incubation. Generally, the amount of soluble P in 
culture medium increased gradually up to the 12

th
 

days of incubation for most isolates except 
Bacillus subtilis (PSBL21) and P. fluorescens 
(PSBL37) which showed a slight decrease. 
Compared to other insoluble P sources the lowest 
amount of soluble P was obtained from rock 
phosphate dissolution by all tested isolates.  

During the course of rock phosphate 
solubilization a sharp drop in pH of the growth 
medium was observed. The pH was varied from 
3.4-5.2 which was noted for Enterobacter ludwigii 
(PSBL4) and Bacillus sp. (PSBL31), respectively. 
Compared to TCP and BM the lowest pH was 
recorded during the solubilization of rock 
phosphate. However, this low pH was not 
accompanied by a higher amount of soluble P as 
the lowest amount of it was obtained from rock 
phosphate compared to other insoluble P sources. 
Although statistically not significant the correlation 

analysis showed that there is an inverse 
relationship (r= -0.34) between the amount P 
released and the pH of the growth medium 
suggesting acid production as the mechanism of 
rock phosphate solubilization. 

The amount of soluble phosphorus released 
from old bone meal and corresponding drop in pH 
of the culture medium by the PSB isolates is 
shown in (Table 3). All tested isolates showed BM 
solubilization ability with different level of 
efficiencies. There was a significant variation 
among isolates in terms of P solubilization and 
associated change in pH of the culture medium. 
Isolate Bacillus sp. (PSBL31) was comparatively 
more efficient in solubilizing BM than all other 
PSBL isolates, followed by E. kobei (PSBL5) and 
Enterobacter species (PSBL28) with 297, 286 and 
280 µg ml

-1
 soluble P in culture medium, 

respectively. Isolate E. ludwigii (PSBL4) and 
Enterobacter species (PSBL26) were found to be 
the least efficient in solubilizing BM with 20 and 63 
µg ml

-1
soluble P, respectively. The amount of 

soluble P was found to increase progressively for 

all isolates except, PSBL37 and P. fluorescens 
(PSBL33) which showed a slight decrease after 
the fourth day. 

Similar to other insoluble P sources a sharp 
drop in pH was observed during the course of BM 
solubilization by all isolates. On the fourth day of 
incubation drops in pH of the culture medium 
range from 4.5 to 6.4 which were recorded for 
isolates Enterobacter species (PSBL26) and 
Enterobacter species (PSBL28), respectively. The 
pH of the medium was found to decrease steadily 
until 12

th 
day except for some isolates such as B. 

subtilis (PSBL21), Enterobacter kobei (PSBL5), P. 
fluorescens (PSBL33) and P. koreensis 
(PSBL45), which showed a slight increment or 
stability. Though it is not statistically significant 
there was positive correlation (r= 0.27) between 
soluble P and pH of the culture medium. This 
suggests that mechanisms other than acid 
production were involved in the dissolution of BM 
and hence further study on the solubilization 
mechanisms of BM is recommended. All PSB 
isolates were able to release significantly higher 



 
 
 
 
amounts of soluble P from different insoluble phosphate 
sources into the culture medium. In general, the highest 
amount of soluble P was released from TCP followed by 
BM after 12 days of incubation. The lowest dissolution 
and sharpest drop in pH was obtained during 
solubilization of RP. Likewise, previous studies 
(Rodriguez and Fraga, 1999; Keneni et al., 2010) showed 
that phosphate solubilizing microorganisms release more 
soluble P from insoluble inorganic salts than naturally 
occurring phosphate sources such as rocks and bone 
meal that consists apatite. 

All isolates displayed a significant drop in pH of the 
culture medium during the solubilization of all tested 
insoluble phosphate sources. In all cases phosphate 
solubilization was found to increase with the decreasing 
pH of the growth medium. Several studies have indicated 
that the drop in pH is due to the production of organic 
acids during bacterial growth (Chen et al., 2006; Ivanova 
et al., 2006; Muleta et al., 2013; Vyas and Gulati, 2009). 
The decrease in pH of the culture medium associated 
with the production of organic acids resulted in a 
considerable amount of P solubilization (Chen et al., 
2006). An inverse relationship was established between 
the drop in pH of the culture medium and the amount of 
soluble P during solubilization of rock phosphate and 
TCP. These results are consistent with the report of 
earlier studies (Rodriguez Fraga, 1999; Naik et al., 2008; 
Vyas and Gulati, 2009) which showed that solubilization 
of insoluble phosphate sources were mediated 
particularly by the decreasing pH of the medium. Several 
studies showed that mineral phosphate solubilization by 
PSB isolates is through the release of low molecular 
weight organic acids (Goldstein, 1995; Kim et al., 1997; 
Vyas and Gulati, 2009). These organic acids chelate the 
cations bound to the insoluble phosphate through their 
hydroxyl or carboxyl groups, thereby converting it into 
soluble forms (Kim et al., 1997). 

The fluctuations and differences in insoluble P sources 
solubilization efficiencies observed among isolates could 
be attributed to differences among test isolates in the 
amount of immobilized P (Muleta et al., 2013). When 
cells in the culture immobilize phosphate for microbial 
biomass production, the corresponding values decrease, 
creating such fluctuations (Muleta et al., 2013). Our 
observation, a decrease in soluble P and concomitant 
increase in the pH values of the growth medium indicates 
re-utilization of available P (Rashid et al., 2004; Tripura et 
al., 2007). In such cases the organic acids excreted to 
the growth medium could be reused by the isolates for 
their own metabolism (Tripura et al., 2007). This could be 
due to an exhaustion of the original carbon source 
(Rashid et al., 2004).  

Our results indicate that PSB isolates native to 
Ethiopian soils have good rock phosphate solubilization 
ability. The dissolution of rock phosphate to a significant 
extent by these indigenous PSB isolates would give the 
opportunity  to  utilize  rock  phosphate  deposits  found in  
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different parts of the country (Assefa 1991). In Ethiopia, 
studies (Bekele and Hofner, 1993) have indicated 
successful use of rock phosphate under greenhouse 
conditions. A study conducted elsewhere indicated that 
50% of the costly superphosphate could be replaced by 
rock phosphate; a cheap source of P, when applied in 
conjunction PSB inoculants (Sundara et al., 2002). Thus, 
inoculation of native PSB isolates with superior rock 
phosphate solubilization ability could improve the produc-
tivity of lentil and other crops. Our results demonstrated 
that some PSB isolates released a considerable amount 
of P from insoluble animal bone; a rich source of P. 
Previous study (Postma et al., 2010) indicated that PSB 
strains showed excellent solubilization abilities of animal 
bone, a source of P that can be recycled. Furthermore, 
the superior BM solubilization of these isolates would 
also help to use the problematic waste accumulated 
around the abattoirs found in different urban areas of the 
country as P-fertilizer along with PSB inoculants.  These 
could reduce our dependence on the very expensive 
chemical fertilizers.  
 
 
Multiple PGP characteristics of PSB isolates from 
lentil rhizosphere 
 
All PSB isolates obtained from lentil rhizosphere were 
screened for multiple PGP characteristics such as IAA 
production and inhibition of F. oxysporum growth under in 
vitro conditions.  In addition to their superior phosphate 
solubilization activity, PSB isolates exhibited different 
PGP properties (Table 4). Dual culture assay indicated 
that PSBL31 and PSBL53 inhibited the growth of F. 
oxysporum with 41 and 32% of mycelia growth inhibition 
(Table 4). These isolates were found to be member of the 
genera Bacillus and Pseudomonas. Similarly, studies 
showed that PSB isolates obtained from different 
agriculturally important crops rhizosphere were found to 
be antagonistic to different fungal pathogens such as 
Fusarium species, Phytium species, Rhizoctonia species 
and others under in vitro conditions (Peix et al., 2001b; 
Naik et al., 2008). In Ethiopia lentil production has been 
constrained by wilt and root rot caused by different fungal 
plant pathogens (Ahmed and Ayalew, 2006). Of these wilt 
disease caused by Fusarium oxysporum f. sp. lentis has 
been responsible for major yield loss (Ahmed and 
Ayalew, 2006) and thus PSB isolates which inhibited the 
growth of this pathogen would give dual advantage as 
biofertilizer and biocontrol agents. Consequently, such 
isolates are highly recommended for greenhouse and 
field experiments.  

In addition, 27.5% of the PSB isolates were found to be 
capable of producing IAA (Table 4). Quantitative analysis 
indicated that the highest amount of IAA produced was 
48 µg ml

-1 
while the lowest was 14 µg ml

-1 
which was 

recorded for isolates PSBL19 and PSBL96, respectively 
(Table 4). The greatest number of IAA producer were
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Table 4. Multiple PGP characteristics of PSB isolated from lentil 
rhizosphere. 
  

Isolate IAA (µg ml
-1 

± SD) 
In vitro inhibition of 
FoL growth (%)± SD 

PSBL04 18.2±2.0
cd

 - 

PSBL19 47.5±1.6
a
 - 

PSBL21 16.7±2.5
de

 - 

PSBL28 14.7±1.5
e
 - 

PSBL31 - 41±2.5
a
 

PSBL33 - - 

PSBL37 17.9±1.9
cd

 - 

PSBL52 19.6±1.5
c
 - 

PSBL53 15.5±1.2
e
 32±1.7

b
 

PSBL57 -  

PSBL92 20.7±1.2
bc

 - 

PSBL93 21.6 ±2.1
bc

 - 

PSBL96 14.3±0.7
e
 - 

PSBL97 14.7±0.3
e
 - 

 

Numbers in the same column followed by the same superscript letter do 

not differ significantly (p> 0.05) by DMRT; +:  the character present/ -: the 
character absent, SD: standard deviation; FOL: Fusarium oxysporum f.sp. 
lentis 

 
 
 

from the Gram negative isolates (90%) belonging to 
genera Enterobacter, Pseudomonas, Agrobacterium, 
Ralstonia and Burkholderia. The most capable strains 
belonged to the genera Agrobacterium and Ralstonia. 
Similarly, several previous studies demonstrated that 
PSB isolates obtained from the rhizosphere of different 
crops were able to exhibit different levels of IAA 
production (Naik et al., 2008; Shahab et al., 2009). These 
studies indicated that most of the studied isolates 
produced considerable amounts of IAA (Shahab et al., 
2009). Such isolates were found to be excellent in 
promoting plant growth under greenhouse conditions 
(Shahab et al., 2009). The findings of the present 
investigation showed that IAA producing PSB isolates 
could be easily isolated from local soil and might be 
exploited as multipurpose inoculants after greenhouse 
and field tests. 
 
 
Response of Lentil to inoculation PSB with different 
P sources 
 
The effects of inoculation of selected PSB isolates on 
lentil growth, nodulation, and N and P content of shoot 
were evaluated under greenhouse conditions. During this 
experiment Enterobacter kobei (PSBL5), Bacillus subtilis 
(PSBL21), Enterobacter species (PSBL26), Bacillus sp. 
(PSBL31) and Pseudomonas fluorescens (PSBL37) were 
used as inoculants. The results showed that shoot dry 
matter yield of lentil was improved by inoculation of PSB 
isolates over the uninoculated plants (NC) control (Table 
5).  Their effect was comparable to P-fertilizer application. 

In addition to their phosphate solubilization two isolates 
(PSBL21 and PSBL37) were found to be IAA producers. 
However, further studies using IAA mutant strains of 
these isolates are needed to determine the exact 
contribution of IAA production in the promotion of plant 
growth when isolates of multiple PGP attributes are used 
as inoculants.  

All PSB isolates except Enterobacter species (PSBL26) 
increased the number of nodules at a statistically 
significant level (p≤0.05) over the NC. This improvement 
was found to be comparable to the P-fertilized plant. The 
numbers of nodules were also found to vary considerably 
among the isolates. The highest number of nodules was 
induced by E. kobei (PSBL5) while the least was by 
Enterobacter species (PSBL26). These isolates 
increased nodule number by 43.9 and 38.2% over the 
NC, respectively. It is interesting to note that E. kobei 
(PSBL5) was superior to P-fertilization in terms 
nodulation induction. The result of our study indicated 
that the increase in nodule number is positively correlated 
with the increase in shoots dry weight (r=0.72). 

All PSB isolates used in this experiment increased the 
concentration of N in the shoot of lentil significantly 
(p≤0.05) over the NC (Table 5). The highest N 
concentration was observed in Enterobacter kobei 
(PSBL5) and Bacillus sp. (PSBL31) inoculated plants and 
a 36.4% increase was obtained over the NC. The varia-
tions in N concentration obtained among isolates were 
not statistically significant. Their effect on N concentration 
was found to be comparable to P-fertilization. The results 
of our study indicated that the N content of shoot is 
positively  correlated with the nodule number (r=0.67) and 
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Table 5. Effects of inoculation of PSB different on growth of lentil under glasshouse conditions.  
 

Treatments 
Nodule 

number/plant ± SD 
Shoot dry 

weight(g)/Plant ± SD 
Total Nitrogen(%) 

of shoot ± SD 

Phosphorous 
concentration  in 

shoot(mg/g SDW) ± SD 

PC 34.3±2.5
ab

 1.03±0.06
a
 3.27±0.16

a
 12.1±0.1

ab
 

NC 28.0±3
c
 0.87±0.05

b
 2.50±0.11

b
 8.2±0.1

c
 

PSBL5 40.3±3.5
a
 0.98±0.02

ab
 3.41±0.15

a
 12.8±0.1

a
 

PSBL21 36.0±4.0
ab

 0.99±0.03
ab

 3.31±0.16
a
 11.3±0.15

ab
 

PSBL26 33±4
bc

 0.96±0.14
ab

 3.32±0.13
a
 10.7±0.25

abc
 

PSBL31 38.7±3
ab

 0.95±0.04
ab

 3.41±0.17
a
 12.0±0.1

ab
 

PSBL37 34.7±2.1
ab

 0.97±0.08
ab

 3.14±0.14
a
 10.0±0.1

bc
 

 

Numbers in the same column followed by the same letter do not differ significantly (p> 0.05) by DMRT; PC: positive control; NC: 
negative control; SD: standard deviation  

 
 
 

shoot dry weight (r=0.53) of the plants. Peix et al. (2001b) 
have also observed similar results in plants inoculated 
with PSB strain of Burkholdera cepacia. It has been 
documented that phosphorus deficiency in soils has a 
deleterious effect on the symbiotic interaction between 
rhizobia and legumes such as nodulation, N2-fixation, and 
hence growth and productivity (Gyaneshwar et al., 2002). 
Several studies have demonstrated that inoculation of 
seedlings with PSB isolates increased the level of 
available phosphorus in the rhizosphere soil (Sundara et 
al., 2002; Vyas and Gulati, 2009). In this way, inoculation 
of lentil with efficient PSB could improve growth, 
nodulation and thus the nitrogen-fixation of this crop. 

Similarly, all PSB isolates improved the concentration 
of P in the shoot of lentil at statistically significant level 
over the NC. The highest concentration of P was obtained 
by Enterobacter kobei (PSBL5) isolate inoculation 
followed by Bacillus sp. (PSBL31). These isolates 
increased P concentration by 56.1 and 46.3%, over the 
NC control, respectively. The P content of the plant was 
positively correlated with the N content (r=0.61) and 
shoot dry weight (r=0.72) of the plant. Previous studies 
have demonstrated that inoculation of PSB isolates 
increased the available P in soil (Sundara et al., 2002; 
Vyas and Gulati, 2009) and concomitantly improved P 
uptake of the plant (Peix et al., 2001a; Peix et al., 2001b; 
Vyas and Gulati, 2009).  
 
 

Conclusion 
 

In general, from the results of the present study it is 
possible to conclude that rhizosphere soils of lentil from 
different producing areas of Ethiopia harbor a 
considerably high number of PSB isolates. They belong 
to different bacterial genera: Pseudomonas, Bacillus, 
Agrobacterium, Enterobacter, Burkholderia, Ralstonia, 
Chryseomonas and Acinetobacter. The PSB isolates 
were able to release a considerable amount of P from 
TCP, RP and BM. The present investigation revealed the 
diversity of PSB with superior phosphate solubilizing 
capacity, multiple plant growth promoting traits and 
biocontrol properties. The greenhouse experiment 

showed that inoculation of lentil with PSB has improved 
the nodule number, dry matter yield, N and P content of 
the plant significantly. Some of the isolates such as 
Enterobacter kobei (PSBL5) and Bacillus (PSBL31) are 
of particular interest for further research and need to be 
tested in the field in different agroecological zones, as 
they could be used as efficient biofertilizer in the lentil 
production system. The knowledge generated on diversity 
and PGP characteristics of phosphate solubilizing 
bacteria from rhizosphere soil would be useful to design 
strategies to use phosphate solubilizing bacterial inocu-
lants technology in the crop production systems of the 
country. 
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Noni (Morinda citrifolia L.) is a plant used by traditional cultures and also in modern health care 
products. Various chemical substances are derived from the plant and include, but are not limited to 
anthraquinone flavonol glycosides, iridoid glycosides, lipids glycosides and triterpenoids. Also 
commonly found on the plant are endophytic bacteria however, there are no reports on endophytic 
bacterial community of Noni. We collected samples from five sites of Noni plant (roots, branches, 
leaves, fruits and seeds) and performed 16S rDNA analysis. Results show that these five parts harbor a 
highly similar bacterial composition with the top four being Sphingomonas, Pseudomonas, Halomonas 
and Geobacillus. Sphingomonas and Pseudomonas were found to be widely distributed in plant 
endophytic biotope; while there are little reports on plant-associated Halomonas and Geobacillus, 
indicating distribution in the plant hosts. Unknown genus also is abundant in five sites of Noni, ranging 
from 26.70 to 33.66%, implicating necessity to reveal them. This study provides information on 
endophytic bacteria in the Noni for future analysis based on a metagenome strategy. 
 
Key words: Noni, endophytic bacteria, diversity, metagenome. 

 
 
INTRODUCTION 
 
Plants host an abundant microbial community in 
rhizosphere, phyllosphere and endosphere areas as 
previous research has reported and the noni plant 
microbiome has received significant attention in recent 
years (Lebeis et al., 2012; Turner and James, 2013; 
Bulgarelli et al., 2013; Berg et al., 2014). Microbes 

colonizing plant surfaces and interior areas are vital for 
plant health and productivity (Bonfante, 2010; Berendsen 
et al., 2012; Ferrara et al., 2012; Monteiro et al., 2012), 
but some of them could lead to disease development of 
plants (James and Olivares, 1998; Monteiro et al., 2012; 
Van Overbeek et al., 2014). Prior reports indicate that 
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plant microbiome could be beneficial for human health 
through consumption of raw plants (Blaser et al., 2013; 
Van Overbeek et al., 2014). Therefore, understanding the 
microbial composition of plants may assist in the develop-
ment of sustainable agriculture (Berg, 2009; Lugtenberg 
and Kamilova, 2009). 

Several scientific teams documented the feasibility of 
promoting environment-friendly agriculture through mani-
pulation of plant microbiome (Bloemberg and Lugtenberg, 
2001; Philippot et al., 2009; Adesemoye et al., 2009; 
Singh et al., 2010; Bakker et al., 2012). Bloemberg et al. 
(2001) revealed that plant microbiome could reduce 
incidence of plant disease, and research conducted by 
Bakker et al. (2012) showed contribution of plant 
microbiome to agricultural production.  

Plant microbiome also holds the potential to keep plant 
productivity with decreased chemical inputs (Adesemoye 
et al., 2009) and function as a key player in biogeoche-
mical cycles (Philippot et al., 2009; Singh et al., 2010). 
Although endophytic microbes were ever considered 
contaminants in some of prior reports (Ryan et al., 2008; 
Reinhold-Hurek and Hurek, 2011; Mitter et al., 2013), 
they should be the most stable microbial partners of 
plants.  

Various researchers have identified endophytic bacteria 
in plants (Hallmann et al., 1997; Compant et al., 2010; 
Monteiro et al., 2012; Sessitsch et al., 2012) and 
implicated their significance in promoting plant growth 
and the ability to control phytopathogens (James, 2000; 
James et al., 2002; Compant et al., 2010; Reinhold-Hurek 
and Hurek, 2011; Sessitsch et al., 2012; Suarez-Moreno 
et al., 2012). However, it is challenging to isolate and 
inoculate these inner bacteria, making it difficult to get a 
whole-picture of interaction network among various 
bacteria and between their hosts. A culture-independent 
strategy is increasingly used to uncover the endophytic 
bacterial community such as those in rice and sugarcane 
(Sessitsch et al., 2012; Fischer et al., 2012).  

To duplicate the method performed on rice and 
sugarcane to evaluate bacterial types and concentra-
tions, we performed 16S rRNA analysis on five different 
plant parts of the medicinal plant named Noni (Morinda 
citrifolia L.) (Chan-Blanco et al., 2006). These endophytic 
bacteria could produce various bioactive compounds (Su 
et al., 2005), that may improve immunity and anti-tumor 
activity (Furusawa et al., 2003; Brown, 2012). Others 
have reported that lignin is associated with antioxidant 
activity (Kamiya et al., 2004). This work will provide an 
informative reference on this “accessory organ” of Noni, 
and the first summary of endophytic bacterial community 
of Noni. 
 
 
MATERIALS AND METHODS 

 
Sample collection and sterilization 

 
Roots, branches, leaves, seeds  and fruits of Noni (Morinda citrifolia  

 
 
 
 
L.) (Supplementary Figure 1) were randomly collected from mature 
Noni trees, which were growing in cultivation field of Hainan Noni 
Biological Engineering Development Co., Ltd. in Sanya, Hainan 
(18°18′01″N, 109°31′36″E, South China), and stored at the 
temperature of 4°C. 

The samples were washed with sterile water, immersed in 70% 
alcohol for 3 min, washed with fresh sodium hypochlorite solution 
(2.5% available Cl

-
) for 5 min, rinsed with 70% alcohol for 30s, and 

finally washed five to seven times with sterile water. Aliquots of the 
final rinsing water were spread on Luria-Bertani (LB) solid medium 
plates and cultured for 3 days at 28°C for detection of bacterial 
colonies (Liu et al., 2013). The samples without bacteria on the 
surface were used for subsequent analysis. 

 
 
DNA extraction, amplification, and sequencing  
 

All selected roots were pooled as a single sample to average the 
deviations in the endophytic bacterial community, which was also 
done for branches, leaves, fruits and seeds. Then about 5.0g of 
surface-sterilized samples of each site were frozen with liquid 
nitrogen and quickly ground into a fine powder with a precooled 
sterile mortar. Then, the CTAB procedure was used to extract 
bacterial DNA (Liu et al., 2012), which was used as template to 
amplify V6 region of the 16S rDNA by primers (967F5‟-
CAACGCGAAGAACCTTACC-3‟) and 1046R (5‟-
CGACAGCCATGCANCACCT-3‟). The purified PCR products were 
mixed in equal concentration, and sequenced by HiSeq 2000 
(Illumina, USA.) following the manipulation instructions at BGI 
Shenzhen (China). 
 

 
Acquisition of unique tags and OTUs  

 
The reads with more than 2 bases (quality value lower than 20) 
were filtered. Then the reads with more than 3 mismatches within 
amplification primers region were removed, and the low quality 
bases which is located at the 3‟ end were trimmed. Besides these,  
the reads which contained more than 15 bases of adapter 

sequences (3 mismatches allowed), 9 N bases or 10 consecutive 
same bases were removed.  

The processed paired-reads were overlapped with each other to 
form V6 tags under following standard: minimum overlapping length 
was 30 bp without mismatch or N base. Non-redundant tags were 
produced by Mothur (version 1.27.0), and the unique tags were the 
typical tags representing all the similar tags. Unique tags were listed 
based on abundance and pre-clustered by single-linkage pre-
clustering (SLP) following 98% similarity. Then the unique tags 

were annotated and clustered into operational taxonomy units 
(OTUs) following 97% identity. 
 
 

Taxonomy assignment and abundance analysis  
 

Unique tags were classified by alignment to Silva RefSSU database 
using BLAST (version 2.2.23, and the key parameters were „-p 
blastn -m 8 -F F -a 2 -e 1e-5 -b 50‟), and the best alignments were 

selected. If more than 66% of the unique tags in OTUs were aligned 
to the same species, the OTUs was assigned to the species and 
then the analysis went into the next taxonomic rank. The 
abundance of tags in different classification levels was calculated 
according to the alignment results. 
 

 
Analysis of sample complexity and similarity  

 

Alpha diversity was measured by indexes including chao1, ACE, 
Shannon and Simpson. Values of rarefaction was calculated by
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Table 1. Data statistics on different tissue regions of Noni. 
 

Sample name 
Data production 

(M) 
Tag number 

Unique tag 
number 

OTU Number 

Root 497.99 340,000 22,290 3,697 

Branch 443.19 350,092 18,482 2,608 

Leaf 538.07 339,441 19,753 2,853 

Fruits 488.82 346,141 19,611 2,871 

Seed 488.47 345,173 19,724 2,951 

 
 
 

Table 2. Sample complexity indexes for different samples. 

 

Sample name Chao1 ACE Shannon Simpson 

Root 14,451.321 33,017.373 4.348 0.039 

Branch 10,357.145 23,206.406 3.965 0.051 

Leaf 11,374.413 27,411.963 4.009 0.045 

Fruits 10,964.413 22,452.468 3.907 0.052 

Seed 11,973.855 24,230.996 3.944 0.051 
 

The bigger chao1, ACE, and Shannon are the more complex the sample was; the smaller Simpson is the more 
complex the sample was. 

 
 
 
Mothur (version 1.27.0) and the rarefraction curve was drawn by R 
(version 2.11.1) in which the extracted tags were used as X-axis 
and the OTUs number was used as Y-axis.  

Phylogenetic analysis was executed based on species 
abundancy at the genus level, and the samples were clustered by 
their phylogenetic distance. The representative sequence for each 
OTUs was selected at random, and the neighbor-joining 
phylogenetic tree (1,000 bootstraps) was constructed by combining 

all OTUs using MEGA4. 
 
 
RESULTS  
 
Species classification and complexity  
 
V6 region of 16S rDNA was amplified and sequenced to 
produce 339,441 to 350,092 tags for root, branch, leaf, 
fruit and seed samples (Table 1). Using the protocol 
summarized in the methods, the unique tags were 
clustered into Operational Taxonomic Units (OTUs) (Table 
1) and aligned with Silva108 database to identify the 
bacterial community of each tissue region in Noni. 
Arranged from 66.34 to 73.30% in different tissues, tags 
could be classified at the genus level (less than 5.63% at 
the species level) as Supplementary Figure 2A showed, 
making it feasible to analyze bacterial composition at this 
taxonomic level.  

Various indexes including chao1, ACE, Shannon and 
Simpson were employed to evaluate the complexity of 
samples, indicating that root harbored the most abundant 
species in comparison to other four sites (Table 2). This 
was also documented in rarefaction analysis summarized 
in Supplementary Figure 2B. 

Discrepancy of species composition in different sites 
of Noni  
 

As Figure 1 showed, five sites are colonized by the same 
most abundant phyla: Proteobacteria (67.90 to 72.67% 
relative abundance), Firmicutes (19.39 to 22.26%) and 
Actinobacteria (5.95 to 6.87%) accounting for more than 
95% of the species components for each site.  

To understand the specific compositions, the bacterial 
community was profiled according to their relative abun-
dance at the genus level (Figure 2). Among those taxa 
examined, Sphingomonas was the most abundant genus 
in all samples, ranging from 19.88 to 25.97%. The 
second abundant genus was Halomonas in the 
endophytic communities of fruits, leaves and seeds, while 
it Pseudomonas and Geobacillus were predominant in 
the branches and roots respectively. Genus 
Pseudomonas and Halomonas were widely distributed 
over all five parts with high relative abundance. Tags 
which could not be classified hold 26.70 to 33.66% 
abundance suggesting necessity to disclose them in the 
follow-up study. 
 
 

Similarity analysis on bacterial community of five 
tissues 
 

The dendrogram (Supplementary Figure 3) indicated that 
Noni fruits hold more similar bacterial types than the 
leaves or root. In fact, the leaves and root held the 
endophytic bacterial community under the similarity 
higher than 97%. Five sites shared 46 genus with high 
relative abundance (Supplementary Figure 4), including
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Figure 2. Distribution of bacteria in different parts of Noni at the genus level. F: fruit; L: leaf; 

B: branch; R: root; S: seed.  
 
 
 

 
 

Figure 1. Distribution of bacteria in different parts of Noni at the phylum level. Green color 
represents Proteobacteria, purple stands for Firmicutes, Actinobacteria and Acidobacteria are 
highlighted in blue and red respectively. F: fruit; L: leaf; B: branch; R: root; S: seed.  



 
 
 
 
the top four abundant genus Sphingomonas, 
Pseudomonas, Halomonas and Geobacillus. Roots 
harbored 13 special genus and this number were 6, 2, 4, 
4 for branches, leaves, fruits and seeds respectively, but 
the highest relative abundance of these special genus 
was just 0.12% suggestive of an insignificant role they 
play. 
 
 

DISCUSSION 
 

Noni is an important plant providing various -derived 
health food raw material but the research about Noni 
mainly concentrated on its efficacy component detection 
and functional test (Liu et al., 2014a; Xu et al., 2014). 
Little research exists on the endophytic bacteria which 
may affect Noni‟s healthy growth, production of bioactive 
ingredients and the plant products‟ quality (Cheng et al., 
2013; Cao et al., 2014; Liu et al., 2014b).  

In this study, we found that bacterial community in 
different sites of Noni tend to be stable and most 
abundant genus for each of the five plant parts were 
Sphingomonas, Pseudomonas, Halomonas, and 
Geobacillus. Endophyte Sphingomonas is widely 
distributed in various plants including tomato, Sedum 
alfredii, Dendrobium officinale (Chen et al., 2014a; Khan 
et al., 2014; Chen et al., 2014b; Yang et al., 2014). 
Several reports have proved significant role of 
Sphingomonas and Pseudomonas for plant hosts by 
increasing plant biomass, improving cadmium uptake, 
fixing nitrogen and producing phytohormone including 
gibberellins and indole-3-acetic acid (IAA) (Chen et al., 
2014a; Khan et al., 2014; Chen et al., 2014b; Yang et al., 
2014). Genomic analysis of some Pseudomonas strains 
isolated from plants indicated that they uphold the 
potential to be involved in plant growth promotion, 
environmental adaptation and antagonism to fungal 
pathogens (Duan et al., 2013; Illakkiam et al., 2014). 
Based on our knowledge, there were no report about 
function analysis on plant-derived endophytic Halomonas 
and Geobacillus, requiring more efforts to elucidate how 
they contribute to the host. This is also needed for 
unclassified genus with high abundance.  

Culture-independent methods applied in this work will 
provide a significant reference to reveal micro-ecosystem 
in Noni and isolate endophytic bacteria with potential 
value for plant growth, bioactive compounds or pathogen 
resistance. Findings in this research will be also referable 
to identify and assemble bacterial genomes from 
metagenomic samples (Nielsen et al., 2014) of Noni. This 
will be a significant alternative to understand functional 
networks for endophytic bacteria in Noni due to difficulties 
in removing host contamination in metagenome analysis 
and culturing some endophytes and laid the foundation 
for better development and use of noni plant resources. 
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Supplementary Figure 1. Base of Noni cultivation and samples collected from five sites. F: 
fruit; L: leaf; B: branch; R: root; S: seed. 
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Supplementary Figure. (2A) Number of tags that could be assigned to specific taxonomic 

level. F: fruit; L: leaf; B: branch; R: root; S: seed. (2B) Rarefaction of different sites of Noni. 
F: fruit; L: leaf; B: branch; R: root; S: seed. 
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Supplementary Figure 3. Community clustering results of different parts of 
Noni. In the picture, the communities of fruit and leaf exhibited a close 
relationship, and the community components of root was far from other 

samples. Five samples were compared together and the general relationship 
was exhibited. 

 
 
 

 
 

Supplementary Figure 4. Venn diagram describing discrepancy 

of species similarity of five parts at the genus level five samples 
were compared together and the general relationship was 
exhibited. 
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Contamination of maize by aflatoxins is of major concern to governments and the international community 
because high degrees of aflatoxin in food render the food unsafe for human consumption. The disposal of 
such foods also constitutes an economic loss in food production. This paper reports the findings of a study 
conducted during the 2013 minor maize farming season in Ejura-Sekyeredumase Municipality in the Ashanti 
region, and in Agbobloshie market in the Greater Accra Region of Ghana. The study was to investigate 
management practices employed at the market level and on farms by maize traders and smallholder farmers, 
respectively, and their impact on aflatoxin contamination. Purposive sampling was used to select 150 farmers 
from maize farming communities across 10 cluster zones based on geographical location of farms within the 
municipality. Maize traders were also selected from a market close to maize farms and a market close to 
consumers for the study. In all, 30 traders were randomly selected from each market. Maize samples were 
collected from both markets and selected farms to determine the presence and level of aflatoxins using the 
Vicam Aflatest immunoaffinity column method. The study revealed that, farmers and traders adopt practices 
that expose maize grains to aflatoxin contamination. These include: use of farmer-saved seed stock as 
planting material; delayed harvesting, heaping harvested maize cobs on the field; planting by broadcasting 
method, use of hand dipping and teeth cracking method to determine dryness of maize, use of wooden stalls 
with no proper ventilation for maize storage at market centres and temporal storage in the open using 
tarpaulin resulting in heat build-up and moisture re-absorption. Types of aflatoxin determined from sampled 
maize grains were G2, G1, B2 and B1. Grains from the farms showed below detection limit at 1 ppb of 
aflatoxins. However total values of 50.234, 70.102 and 30.943 ng/g were, respectively obtained from three 
composite samples taken from Ejura market. A similar occurrence was observed at Agbobloshie market, 
where higher levels of 677.480, 101.748  and 4831.942 ng/g were detected in composite samples analysed. All 
respondents had no knowledge of aflatoxin contamination and it causes. Moreover, 63% of traders from both 
markets believed that, consuming contaminated maize have no health implications for consumers as food 
products from maize are normally cooked before consumption. In conclusion, the study reveals that, 
practices of farmers and traders has direct effect on maize quality. It was noted that, aflatoxin contamination 
of maize is likely to increase from the farm through markets and ultimately compromise the health of 
consumers. Farmers and traders need to be encouraged to adopt best practices in maize production and 
marketing to ensure food safety of the final consumer. Education on aflatoxin and its health implications 
must also be given the necessary attention.  
 

Key words: Maize, traders and farmers practices, aflatoxins contamination, Ghana. 
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INTRODUCTION 
 
Maize is one of the most important staple food crops in 
Ghana. Maize is a very important food crop for both 
humans and livestock. It is a source of energy, vitamins 
and negligible amount of protein. According to Coulter et 
al. (1993), maize is a staple crop grown in almost all parts 
of the country, and is the most important source of 
carbohydrate in most Ghanaian meals. The economic 
importance of maize and its role in ensuring food security 
in Ghana cannot be over emphasized. Annual production 
has been more than 1,000,000 MT since 2000, averaging 
1,772,300MT over the period 2009 to 2012 (MoFA, 
2013). The maize market in Ghana is dominated by 
several small-scale traders, with a greater proportion 
being women. Five main participants in the maize trade 
may be identified: the farmer/seller, the local assembler, 
the commission agent, the long distance wholesaler and 
the market-based wholesaler/the market-based retailer 
(Obeng et al., 1990).  

Post-harvest activities such as drying and storage are 
among the key areas along the maize value chain that is 
of critical importance to small-holder farmers/traders in 
Africa. On-farm storage and storage of produce by small-
scale traders in Africa, represents 75-85% of national 
storage (Pother and Hotchkisss, 1995). However, due to 
ineffective storage practices adopted by small-holder 
farmers and traders, some level of grain losses due to 
insect infestation, mould growth and discolouration, 
contamination by aflatoxins, re-wetting and germination 
of grains is usually encountered. According to Addo et al. 
(2002), major storage techniques utilised by small-holder 
producers in Western Africa vary greatly, but include on-
field, open storage, jute bags, polyethylene or 
polypropylene bags, raised platforms, conical structures 
with thatched roofs and giant woven baskets. Moreover, 
drying of maize by small-holder farmers is normally done 
either in storage or while the crop is on the field. 
According to Kaaya et al. (2006), delay field drying of 
maize could result in serious grain losses during storage. 
Platform drying, which raises the maize off the ground for 
longer-term drying, was however, reported to be 
associated with losses of up to 3.5% in Zambia (Rembold 
et al., 2011). 

Maize, just as any other crop can be contaminated with 
storage fungi, some of which may develop as by-products 
of mycotoxins that can be harmful to animal and human 
health. Mycotoxins that develop from Aspergillus flavus 
and common post-harvest fungi in maize are called 
aflatoxins. These toxins are hazardous to animals and 
human health, and constitute a factor in economic loss in 
food production in the world (Lubulwa and Davis, 1994). 
Aflatoxin, which commonly affects maize, causes illness 

and even death when consumed in large quantities. 
According to WHO (2006), acute aflatoxicosis is an 
under-recognized and under-reported cause of liver 
damage; aflatoxin is a Group 1 human liver carcinogen. 
Low-level, chronic exposure is carcinogenic, and has 
been linked to growth retardation, underweight, 
neurological impairment, immunosuppression and 
mortality in children (Strosnider et al., 2006). High levels 
of aflatoxins have been found in groundnuts and cereal 
grains in countries such as Gambia, Ghana, Guinea, 
Nigeria, Senegal, South Africa and Uganda.  

In 1991, World Health Organisation (WHO) explained 
that, food-borne diseases created an enormous burden 
on the economies of developing countries, and consumer 
costs included; medical, legal, and other expenses, as 
well as absenteeism at work and school. Economic 
consequences as a result of rejection of exports and loss 
of credibility as trading partners have also been reported. 
In Nigeria, the Food and Drug Administration destroyed 
aflatoxin-contaminated food worth more than US$ 200 
000. The quantity of safe food required to replace 
contaminated food during the outbreak of acute 
aflatoxicosis in Kenya in 2004 was 166,000 tonnes for 1.8 
million people over a six months period (WHO, 2006). 

Contamination by aflatoxins can occur both at pre-
harvest and post-harvest. Aflatoxins infestation in maize 
starts in the field or during storage of the grains (Kumar 
et al., 2000), thus making the grains unwholesome for 
consumption. According to Wilson and Payne (1994); 
Hell et al. (2008), the predisposing factors of infection 
include; improper drying, high relative humidity and 
temperature, farmers’ production practices, intercropping 
with aflatoxin infected grains, early and delayed 
harvesting and poorly constructed storage structures and 
storage practices as well as stress induced while crops 
are growing.  

While aflatoxin itself is invisible and tasteless, its 
presence may be correlated with other attributes that 
facilitate or result from fungal growth, including physical 
damage to the protective outer layer of the kernel, 
discoloration, and compromised taste quality (Hoffmann 
et al., 2013). Based on maize consumption patterns and 
possible aflatoxin contamination levels of 20 ppb, the 
population in countries with high hepatitis B virus (HBV) 
infection rates could be at risk of liver cancer at 11 per 
100 000 population per year (WHO, 2006). Given that 
maize is the primary staple grain for Ghanaians, 
accounting for 36% of total food caloric intake (Kirimi et 
al., 2011); even relatively low levels of exposure may 
have significant negative health effects (Shephard, 2008). 

In light of the discussion above, this study was 
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undertaken to assess management practices adopted by 
farmers, and traders in handling and storage of maize 
and its impact on aflatoxin contamination. 
 
 
MATERIALS AND METHODS 

 
Selection of study sites 
 

The survey on farming practices was undertaken in Ejura Sekyere-
Dumase Municipality in the Ashanti Region. Maize samples for the 
aflatoxin test were collected from two major markets in Ghana  
Ejura market (Maize market close to maize producing areas or 

farms) in the Ashanti Region and Agbobloshie market in the 
Greater Accra region of Ghana (Maize market close to consumers. 
It is normally located in city centers). 

The rationale for selecting Ejura Sekyeredumase Municipality 
was because it is one of the leading maize producing areas that 
accounts for more than 60% of maize produced in Ghana. About 
60% of the labour force in the Municipality also engaged in 
agriculture, and maize is the main crop cultivated. Strategically, the 

Municipality is located in the transition zone between the Northern 
and Southern zones of the country and has one of the largest 
maize markets in the sub-region. The Ejura market is a major maize 
‘producing’ market. Maize sold in this market mainly comes from 
farming communities such as Kasei, Nokaresa, Nyamebekyere, 
Ashakoko, Yaabraso, Bemi in the Municipality. Wholesale traders 
(middlewomen/men) and retailers from Kumasi, Takoradi, Obuasi, 
Accra and other parts of the country, as well as, from neighbouring 
countries like Burkina Faso, Niger, Mali, Togo and Ivory Coast all 
buy maize from this market.  

The Agbobloshie market is also amongst the largest maize 
markets located close to consumers in Ghana. It is located in the 
capital, Accra, where the traditional food of the indigenes known as 
kenkey is prepared from maize. About 80% of maize sold in the 
market has its roots from the Ejura and Techiman market.   
 
 
Data collection and research instrument 

 
The study was undertaken during the 2013 minor maize season. 
Two methods for data collection were employed: a survey to identify 
practices of farmers and traders used in maize production and 
marketing respectively. Maize samples collected from selected 
farms and markets were later tested for the incidence or presence 
of aflatoxins. 

After reviewing literature on recommended best practices in 

maize production and marketing, 2 sets of semi-structured 
questionnaires were developed to investigate empirically the 
practices used by farmers and traders in maize production and 
marketing respectively in the study areas. The questionnaire for the 
farmers sought information on farmer’s household demographics 
and agronomic activities (type of land preparation, type of seeds 
planted, time of planting, planting method used, weeding practices, 
fertiliser application etc.); harvesting activities (time of harvest, 
criteria used to assess maize maturity, harvesting method and 
yield) as well as post-harvest management practices by farmers on 
drying, shelling, transportation, and storage. Traders’ management 
practices on maize handling at the market centres, as well as, their 
storage practices were also investigated. The traders’ and farmers’ 
perceptions or knowledge of contaminated maize and aflatoxins 
were also investigated.  

Face-to-face interview script was used to solicit responses for the 
survey questions. The questions were standardised to increase 

interviewer consistency (Fowler, 2002). Sampling spear, and 
sampling bags, weighing scales, tally counter to count grains for 
analysis,  Mini  GAC  plus  grain  moisture  analyser,  stereo  micro- 

 
 
 
 
scope to identify weevils and other insects, forceps, and High-
Performance Liquid Chromatography (HPLC) system were used to 
collate data on aflatoxins levels in sampled maize grains from the 
selected markets and farms.   
 
 
Survey sample of respondents 

 
The target respondents were maize farmers and traders in the 
selected study sites. The maize farming areas in the Municipality 
were put into 3 cluster zones based on geographical or ecological 
location of farms (forest, thicket and grassland, and guinea 
savannah).  One hundred and fifty (150) maize farmers were 

purposively selected across 134 communities in the three cluster 
zones for the survey based on their farming activities and 
production output.  

Maize traders in both markets were also put into clusters 
depending on quantity of bags handled and storage method 
practiced. Three clusters were formed in each market, Cluster 1- 
retailers who buy maize (<10 bags) within the market’s and sell to 
individuals who buy for their personal consumption. Such traders 
usually do not have storage facilities at the market and may store 

the few bags in the open, covering at night with tarpaulin. Cluster 2 
involved retailers who buy maize (10– 50 bags) from wholesale 
traders and only sell to food processors, and millers. These were 
classified as contract traders. Contract traders have storage 
facilities at the markets, and will only store at the request of their 
customers from a few days to a maximum of 4 weeks. Cluster 3 
was made up of wholesale traders or middlewomen/men who buy 
maize (>50bags) directly from farmers or bring maize from 
producing markets to sell at the consuming markets. They 

sometimes own storage facilities or store their maize at warehouses 
close to the market. In all, 10 traders were randomly selected from 
each cluster, bringing the total number of traders selected for the 
survey to 30.    
 
 
Collection of maize smples and aflatoxin analysis 
 

Collection of maize samples was done in accordance with the 
process recommended by the FAO for maize collection for aflatoxin 
analysis as reported by Njapau (2008). Specifically, multiple 
samples from randomly selected parts of each farm or market 
cluster zone were combined to produce a representative 3-kg 
composite sample. A maximum weight of 1-kg grains from the 
composite was sampled from each farm in the three locations, and 
market cluster zones for the analysis. Maize samples from the 
farms were collected before harvesting. The samples were kept and 
transported for analysis in paper bags to control moisture content. 
The analysis for aflatoxin levels was done at the Aflatoxin 
Laboratory of the Department of Food Science and Technology, 
KNUST, Kumasi. Moisture content of maize samples was 
determined using a grain moisture analyser, while the presence of 
insect infestation and mould was determined using forceps, a 
stereo microscope and visual inspection. 
 
 
Extraction and clean-up  
 
A mixture of ground maize (25 g) with 5 g of sodium chloride and 
125 ml of methanol/ deionized water (70:30) was blended at high 
speed for 2 min and filtered through a fluted filter paper. The extract 
(15 ml) was diluted with 30 ml of deionized water and filtered 
through a1.0 µm microfiber filter. In reference to Reiter et al. (2010), 
the diluted extract (15 ml) was passed through Vicam Aflatest 

immunoaffinity column (IAC), which was washed twice with10 ml 
deionized water. Aflatoxin was eluted from the IAC with 1 ml HPLC 
grade methanol and 100ul of the eluent was injected into the HPLC. 



 
 
 
 
HPLC determination 
 
A Cecil-Adept Binary Pump HPLC coupled with Shimadzu 10AxL 
fluorescence detector (Ex: 360 nm, Em: 435) with Phenomenex 
HyperClone BDS C18 Column (150 x 4.60 mm, 5 um). The mobile 
phase used was methanol: water (40:60, v/v) at a flow rate of 1 
ml/min with column temperature maintained at 40°C. To 1 L of 
mobile phase were added 119 mg of potassium bromide and 350 ul 
of 4 M nitric acid (required for postcolumn electrochemical 
derivatisation with Kobra Cell, R-Biopharm Rhone. Aflatoxin Mix 
(G1, G2, B1, B2) standards were prepared from Supelco

®
 aflatoxin 

standard of 2.6 ng/μL in methanol. Calibration standards were 
prepared by spiking 25 g blank maize matrix with 2.6, 13, 52, 78 

and 104 ppb. The correlation coefficient (R
2
) of the standard curve 

using spiked samples for each toxin was greater than 0.974. 
Recovery was greater than 77% at 26 ppb of total aflatoxin of 
spiked sample. LOD (Limit of Detection) was established at 1 ppb.  
 
 
Data analysis and presentation 

 
The data was analysed using Statistical Package for Social Science 

(SPSS) version 16 and Microsoft excel. The data were subjected to 
simple descriptive and inferential statistics.  
 
 

RESULTS AND DISCUSSION 
 
Personal characteristics of farmers  
 
Majority (62%) of the respondents interviewed were 
smallholder farmers with an average farm size of 2 ha. 
Majority of the farmers (71%) interviewed were aged 
between 30-50 years with a dominance male population 
of about (65%). Average households had family sizes 
from 5 to 9 members. They usually assist in farming 
activities such as planting, weeding, harvesting etc, 
implying reliable and constant access to labour for farm 
work. Out of the 150 farmers interviewed, 45% had no 
formal education and 36% had their education up to the 
primary school level. This has the potential of impeding 
farmers understanding of aflatoxins infestations, its 
causes, implications and measures to minimize its 
infestation since education facilitates farmers’ adoption of 
innovations (Onemolease et al., 2005). 
 
 
Practices of maize farmers in the study area  
 
Majority (62%) of the farmers were smallholder farmers. 
From the survey, it was realised that farmer-saved seeds 
was the common planting material used every season. 
This reflects an over reliance on the use of farmers own 
maize seed varieties. These are more susceptible to 
insect and disease attacks, and have a lower yield 
compared to improved varieties (Tengan et al., 2011). 
Among the key factors that influence farmer’s choice of 
seed material was cost. Cost of seeds per kg for 
improved varieties such as Obatanpa, Akomasa, Abelehe 
etc. was GHC 9 ($1 = GHS 2.36 as at January 2014 
when  the  study was conducted). This made  majority  of  
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farmers (82%) rely on their own seed stock for planting 
material. Among farmers who cultivated improved 
varieties, 85% preferred Obatanpa to other varieties due 
to its drought tolerant characteristics and yield potential of 
5.5 ton/ha. Though it is recommended to be planted in 
the major season, most of the farmers planted it in the 
minor season, disregarding the effect time of planting 
could have on the yield potential. This was confirmed by 
an estimated average yield of 1.5 ton/ha (Estimated yield 
obtained during field investigation of maize food losses in 
the study area) as opposed to the 5.5 ton/ha that could 
potentially be realised. Harvesting maize in the study 
area is usually done by women and children through 
manual means. The study reveals that, majority of 
farmers (69%) did not harvest based on the physiological 
maturity period of the planted maize. Consequently, they 
employ traditional practices like observing the dried 
tassels of cobs and drooping of cobs as a sign of maturity 
before harvesting. Other traditional practices used by the 
farmers to determine the dryness of their maize was by 
cracking/biting with their teeth. These techniques are not 
accurate, and therefore, harvested maize may still have 
high moisture content, thereby making the grains highly 
susceptible to aflatoxin contamination (Hell et al., 2008).   

Late harvesting of maize during the minor season was 
identified as a common practice in the study area. 
Though, late harvesting may expose maize grain to 
diseases and pest attack, thereby increasing quantitative 
and qualitative loss of maize, approximately 93% of 
farmer’s interviewed practice this method. With mechanical 
drying perceived to be very expensive, farmers resort to 
this practice as the best method in drying their maize grains 
in the minor season since most often there are no rains 
during this period. Extended field drying of maize could 
result in serious grain losses during storage (Borgemeister 
et al., 1998; Kaaya et al., 2006) and as such, harvesting 
immediately after physiological maturity is recommended 
to mitigate the likelihood of aflatoxin infestation (Hell and 
Mutegi, 2011). Kaaya and Kyamuhangire (2006), 
observed that, aflatoxin levels increased by about 4 times 
by the third week, and more than 7 times when maize 
harvest was delayed for 4 weeks in Uganda.  

The study also reveal that, farmers sometimes leave 
the harvested maize on the field for a couple of days or 
weeks before shelling and transporting home or to the 
market. According to Hell and Mutegi (2011), leaving the 
harvested crop in the field prior to storage promotes 
fungal infection and insect infestation. Udoh et al. (2000) 
reported that, this is a common practice in Africa, and is 
often due to labour constraints, and the need to let the 
crop dry completely prior to harvest. 
 
 
Management practices of maize traders at Ejura and 
Agbogbloshie markets  
 
Approximately 97% of traders interviewed from both
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Figure 1. Post-harvest activities at the market center. 

 
 
 
markets had their education not exceeding primary 
school level, with 57% trading in maize for 10 years and 
above. The analysis also revealed that only traders in 
Agbogbloshie market performed some basic post-harvest 
management activities such as winnowing or cleaning, 
pest control and intermittent exposure of grains to the sun 
to control weevil infestation (Figure 1). This is a common 
phenomenon in consumer markets as traders may likely 
have their stock kept for long before they are sold out. 
However, approximately 83% of respondents at both 
market centers did not practice any management 
practices to control storage pest.   

Inspection of storage facilities of traders at both market 
centers revealed that, 50% of the traders use temporal 
wooden stalls to store their maize. The structures were 
identified to be poorly constructed, with no openings for 
ventilation, thereby, making the stored maize susceptible 
to insects and fungi infestations. Approximately, 23% 
resort to leaving their produce in the open after a day’s 
trade, and covered with tarpaulin at night and rainy days. 
This practice exposes maize grains to humid conditions, 
thereby, increasing the likelihood of fungi infestation or 
mould growth. This is confirmed by Christensen and 
Mirocha, (1976), who reported that, the growth of A. 
flavus increases dramatically when relative humidity 
increases above 85%. They further stated that, in this 
range, even a small increase in moisture can be very 
influential in terms of increasing the risk of aflatoxin 
contamination. It was, however, discovered that 27% of 
traders store their maize in ordinary rooms or 
warehouses. Bagged maize in these stores is put on 
wooden platform to prevent contact with the floor. This 
has the potential of reducing or preventing contamination 
from insect and fungi infestation. Hell (1997) reported that 
maize stored in baskets and platform stores showed low 
mean aflatoxin levels. 

Assessment  of  grains  from   both   markets  revealed 

some level of mould and weevil infestation. While the 
level of infestation was low at Ejura market with only 10% 
of the traders whose samples were assessed having 
signs of weevil and mould infestation, grains from 
Agbogbloshie market were heavily infested with weevils. 
Evidence of high weevil infestation was identified among 
83% of maize traders whose samples were assessed at 
the Agbobloshie market. As rightly noted by Bekele et al., 
(1997), high  level  of  insect  infestation  of  stored  
maize  are  due  to  poor  storage  facilities,  improper  
storage  methods,  poor  food  distribution,  poor  trans-
portation  facilities  and  insects  pest  resistibility  to  
chemicals  used  to  store  the  maize.  The  other  
reasons  are   climatic  conditions (high relative humidity)  
which  are  conducive  for  insect  activity. All these state 
factors were clearly identified at the two markets. The 
infestation of maize grains by insects, makes it more 
susceptible to aflatoxin contamination. This is confirmed 
by a study conducted by Lamboni and Hell (2009), who 
reported that, storage pests, in particular Cathartus 
quadricollis and Sitophilus zeamais, have been shown to 
play an important role in the contamination of foods with 
fungi, especially those that produce toxins. Edusei  et al. 
(2004 ), also reported that, damage  done  by  insects  
encourages  infection  by  bacterial  and  fungal  diseases  
through  transmission  of  their  spores.   
 
 
Moisture content of sampled maize  
 
The moisture contents of maize samples from the Ejura 
market were found to be in the range of 12.5 to 13.4%. 
This is close to the recommended moisture content 
(13%) for effective maize storage proposed by 
Christensen and Kaufmann (1974) cited in Garuba et al. 
(2011). The lower moisture content observed can be 
attributed to late harvesting. The harvested maize 
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Figure 2. Traders perception of contaminated maize.  
 

 
 

normally ends up in the Ejura market. Recorded moisture 
content of maize samples collected from the 
Agbogbloshie market was between 13.1 to 16.6%. The 
high moisture content recorded can be attributed to 
reabsorption of moisture by such grains due to the humid 
conditions created by the use of tarpaulin at night and 
when it rains. The recorded high moisture content of 
maize samples at Agbogbloshie market correlates with 
the high insect infestation observed. This is corroborated 
by Shejbal (1997), who reported that, grains of moisture 
content above 13% are likely to be attacked by pest and 
moulds.  
 
 
Trader’s knowledge or perception of contaminated 
maize  
 
All the respondents (farmers and traders) indicated they 
have no knowledge of aflatoxin contamination. However, 
57% perceived contaminated maize as grains infested by 
insects such as weevils. Approximately 23% also 
perceived contaminated maize as one with mould 
growth,10% perceived contaminated maize as one with 
discolouration, and 10% believe maize with high moisture 
content above the recommended storage moisture of 
13% is contaminated (Figure 2). 

Poor management practices are principally the cause 
of contamination, and contribute to the vulnerability of 
maize to fungi infections, which can further lead to 
aflatoxin contamination. But interestingly, majority (63%) 
of the respondents believed that, consumption of 
contaminated maize will have no health effect on 
humans, mainly due to the rigorous cooking maize food 
products are subjected to before eating.   
 
 
Aflatoxin contamination 
 
Aflatoxins are produced as metabolites by the Aspergillus 

Flavus and Aspergillus Parasiticus, and exist in nature 
world widely. The common aflatoxins are B1, B2, G1 and 
G2. Among these mycotoxins, the aflatoxin B1 is of most 
toxicity followed by G1; the toxicities of B2 and G2 are 
relative weak (Yang and Rong, 2011). According to the 
European Food Safety Authority (EFSA), (2007), 
aflatoxins are genotoxic and carcinogenic, and can cause 
both acute and chronic toxicity in humans. They reported 
that, they are most commonly found in cereals. Types of 
aflatoxin determined from sampled maize grains from 
both farms and markets were G2, G1, B2 and B1 (Table 
1). When estimating aflatoxin levels, the values that were 
less than the limit of detection (LOD) were substituted 
with LOD. 

Aflatoxin levels determined on maize grains sampled 
from the three farms were recorded as below detection 
(Limit of detection of G2, G1=1.5 ng/g and B2, B1=0.8 
ng/g) limit of 1 ppb (<LOD @1ppb). However, as 
presented in Table 1, total values of 50.234, 70.102 and 
30.943 ng/g were respectively obtained from maize 
samples collected from the Ejura market. Moreover, 
higher levels of aflatoxin, 677.480, 101.748 and 4831.942 
ng/g were obtained from samples taken from the 
Agbobloshie market.  

The high occurrence of aflatoxins detected in sampled 
maize from both markets could be attributed to, but not 
limited to the following reasons: delayed shelling after 
harvesting which occurs due to inadequate and unreliable 
services of mobile sheller operators. Farmers thereby, 
resort to heaping harvested cobs (Figure 3) on the farm 
sometimes for one to two weeks before shelling is done. 

Many of the sheller operators tend to be in a hurry to 
move to other farms during the period and, therefore, do 
not take time or allow farmers to separate the moulded or 
infested cobs (see Figure 4) from the good ones before 
they are fed into the shellers. Thus, shelled grains after 
the shelling process becomes a mixture of both good and 
aflatoxin infested grains. Other potential reasons are; 
delay in transporting grains home or to the market due to  



1664          Afr. J. Microbiol. Res. 
 
 
 

Table 1. Levels of aflatoxins in sampled maize from markets. 
 

Sample ID G2 G1 B2 B1 Total 

EJ1 19.132 <LOD 10.844 20.258 50.234 

EJ2 10.698 18.863 15.196 25.345 70.102 

EJ3 <LOD <LOD 12.178 18.765 30.943 

AG1 <LOD Absent 23.564 653.916 677.480 

AG2 <LOD <LOD 10.498 91.250 101.748 

AG3 26.302 1670.888 133.856 3000.896 4831.942 
 

LOD= limit of detection (G2, G1= 1.5ng/g; B2, B1= 0.8ng/g). R
2
 = 0.974. 

Maximum limit for safe consumption of aflatoxin contaminated maize is 
20ng/g (FDA, 2011). AG1,2,3 and EJ1,2,3 represents composite maize 
samples from the three clusters zones at Agbobloshie and Ejura markets 
respectively.  

 

 
 

 
 
Figure 3. Heaped maize cobs on the field waiting for shelling (Source; 

Field photograph). 
 
 
 

 
 

Figure 4. An infested cob among heaped cobs on the field. (Source: Field 
photograph). 
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Table 2. Summarised results of parameters determined. 
 

Parameter Farm Ejura market Agbobloshie market 

Moisture content (%) <13 12.5 – 13.4 13.1 – 16.6 

Weevil infestation Absent Low High 

Presence of mould No Yes Yes 

Aflatoxins present Yes Yes Yes 

Level of aflatoxins  <LOD >LOD >LOD 
 

LOD= limit of detection (G2, G1= 1.5 ng/g; B2, B1= 0.8 ng/g). 

 
 
 
poor road networks, and use of rickety vehicles which 
often break down; prolong storage under unhygienic and 
unfavourable storage environments at the market places 
and poor storage practices (storage in the open) which 
leads to high infestation by weevils, and urine of rodents. 
Re-wetting of the grains is likely to occur under such 
storage conditions.  

Aflatoxin contamination cannot be completely 
eradicated from foods; however, exposure through food 
should be kept as low as possible. According to Food and 
Drugs Authority (2011), level for aflatoxin in milk-stage of 
maize acceptable for human consumption is 0.5 ng/g, 
when dried is 20 ng/g and 100ng/g for feeds for cattle, 
swine and poultry. The results of this study, however, 
showed that, aflatoxin contamination levels recorded on 
sampled grains was very high and beyond the 
recommended level. This study suggests that consumers 
of maize from the study areas are at a risk of exposure to 
dire health implications such as aflatoxicosis. Pier (1991) 
reported that, aflatoxins have been implicated in sub-
acute and chronic effects in humans. These effects 
include primary liver cancer, chronic hepatitis, jaundice, 
hepatomegaly and cirrhosis through repeated ingestion of 
low levels of aflatoxin. It is also considered that aflatoxins 
may play a role in a number of diseases, including Reye’s 
syndrome, kwashiorkor and hepatitis, as well as, affecting 
the immune system. There is a high risk of Hepatitis B 
and hepatitis C carriers developing liver cancer when 
they are exposed to aflatoxin (Williams et al., 2004). 
Aflatoxin contamination has also been linked to 
micronutrient deficiencies in animals (ibid).  

The results as summarised in Table 2 show that, 
aflatoxin contamination is likely to increase along the 
value chain of maize, from the farm to the market. 
Therefore, farmers and traders lack of knowledge on the 
subject and non-existing monitoring protocols by the 
appropriate authorities is a major concern. 
 
 
Conclusions  
 
The study sought to use a case study approach to 
investigate the effect of practices of farmers and traders 
in maize production and handling at the farm level and 
market centers, respectively, on contamination of maize 

by aflatoxins in selected farming communities and 
markets. The findings suggest that pre-harvest practices 
adopted by farmers in the study areas among the sample 
pool, as well as, post-harvest handling methods were 
inappropriate and inefficient. These practices exposed 
maize grains to insect infestation, fungi infection and 
increased levels of aflatoxin contamination, which could 
have significant economic implications for the 
farmers/traders and health implications for the final 
consumer.  

It is clear that, aflatoxin contamination in maize is likely 
to increase through the channels of distribution from the 
farm up to the market centers before the cereal reaches 
the final consumer. In the interest of food security and 
safety of consumers, who have a right to safe food as 
declared by the Universal Declaration of Human Rights, 
1948,farmers and traders need to be educated and 
encouraged to adopt management practices that reduce 
the incidence of aflatoxin contamination in the field and 
during handling at market centers. This will make maize 
grains less susceptible to aflatoxin infestation thereby 
ensuring the safety of the final consumer. 
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